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<210> 1 
<211> 738 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 1 

Met Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu 
15 10 15 

Leu Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe lie Ala lie Ala Tyr 
20 25 30 

Phe Ser lie Pro Leu Glu Leu lie Tyr Phe Val Lys Lys Ser Ala Val 
35 40 45 

Phe Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe lie Val Leu 
50 55 60 

Tyr Gly Ala Thr. His Leu lie Asn Leu Trp Thr Phe Thr Thr His Ser 
65 70 75 80 

Arg Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val 
85 90 95 

Val Ser Cys Ala Thr Ala Leu Met Leu Val His lie lie Pro Asp Leu 
100 105 110 

Leu Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu 
115 120 125 



Leu Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg 
130 135 140 
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His Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His 
145 150 155 160 

Thr lie Leu Lys Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu 
165 170 175 

Glu Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin 
180 185 190 

Leu Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro 
195 200 205 

He Gin Leu Pro Val He Asn Gin Val Phe Gly Thr Ser Arg Ala Val 
210 215 220 

Lys He Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly 
225 230 235 240 

Lys Tyr Met Leu Gly Glu Val Val Ala Val Arg Val Pro Leu Leu His 
245 250 255 

Leu Ser Asn Phe Gin He Asn Asp Trp Pro Glu Leu Ser Thr Lys Arg 
260 265 270 

Tyr Ala Leu Met Val Leu Met Leu Pro Ser Asp Ser Ala Arg Gin Trp 
275 280 285 

His Val His Glu Leu Glu Leu Val Glu Val Val Ala Asp Gin Val Ala 
290 295 300 

Val Ala Leu Ser His Ala Ala He Leu Glu Glu Ser Met Arg Ala Arg 
305 310 315 320 

Asp Leu Leu Met Glu Gin Asn Val Ala Leu Asp Leu Ala Arg Arg Glu 
325 330 335 

Ala Glu Thr Ala He Arg Ala Arg Asn Asp Phe Leu Ala Val Met Asn 
340 345 350 

His Glu Met Arg Thr Pro Met His Ala He He Ala Leu Ser Ser Leu 
355 360 365 

Leu Gin Glu Thr Glu Leu Thr Pro Glu Gin Arg Leu Met Val Glu Thr 
370 375 380 

He Leu Lys Ser Ser Asn Leu Leu Ala Thr Leu Met Asn Asp Val Leu 
385 390 395 400 

Asp Leu Ser Arg Leu Glu Asp Gly Ser Leu Gin Leu Glu Leu Gly Thr 
405 410 415 

Phe Asn Leu His Thr Leu Phe Arg Glu Val Leu Asn Leu He Lys Pro 
420 425 430 

He Ala Val Val Lys Lys Leu* Pro He Thr Leu Asn Leu Ala Pro Asp 
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435 440 445 

Leu Pro Glu Phe Val Val Gly Asp Glu Lys Arg Leu Met Gin lie lie 
450 455 460 

Leu Asn lie Val Gly Asn Ala Val Lys Phe Ser Lys Gin Gly Ser lie 
465 470 475 480 

Ser Val Thr Ala Leu Val Thr Lys Ser Asp Thr Arg Ala Ala Asp Phe 
485 490 495 

Phe Val Val Pro Thr Gly Ser His Phe Tyr Leu Arg Val Lys Val Lys 
500 505 510 

Asp Ser Gly Ala Gly lie Asn Pro Gin Asp lie Pro Lys lie Phe Thr 
515 520 525 

Lys Phe Ala Gin Thr Gin Ser Leu Ala Thr Arg Ser Ser Gly Gly Ser 
530 535 540 

Gly Leu Gly Leu Ala lie Ser Lys Arg Phe Val Asn Leu Met Glu Gly 
545 550 555 560 

Asn lie Trp lie Glu Ser Asp Gly Leu Gly Lys Gly Cys Thr Ala lie 
565 570 575 

Phe Asp Val Lys Leu Gly lie Ser Glu Arg Ser Asn Glu Ser Lys Gin 
580 585 ' 590 

Ser Gly lie Pro Lys Val Pro Ala lie Pro Arg His Ser Asn Phe Thr 
595 600 605 

Gly Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val 
610 615 620 

Thr Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser 
625 630 635 640 

Ser Asn Glu Glu Cys Leu Arg Val Val Ser His Glu His Lys Val Val 
645 650 655 

Phe Met Asp Val Cys Met Pro Gly Val Glu Asn Tyr Gin lie Ala Leu 
660 665 670 

Arg lie His Glu Lys Phe Thr Lys Gin Arg His Gin Arg Pro Leu Leu 
675 680 685 

Val Ala Leu Ser Gly Asn Thr Asp Lys Ser Thr Lys Glu Lys Cys Met 
690 695 700 

Ser Phe Gly Leu Asp Gly Val Leu Leu Lys Pro Val Ser Leu Asp Asn 
705 710 715 720 

lie Arg Asp Val Leu Ser Asp Leu Leu Glu Pro Arg Val Leu Tyr Glu 
725 730 735 
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Gly Met 



<210> 2 
<211> 738 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu 
15 10 15 

Leu Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe lie Ala lie Ala Tyr 
20 25 30 

Phe Ser lie Pro Leu Glu Leu lie Tyr Phe Val Lys Lys Ser Ala Val 
35 40 45 

Phe Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe lie Val Leu 
50 55 60 

Tyr Gly Ala Thr His Leu lie Asn Leu Trp Thr Phe Thr Thr His Ser 
65 70 75 80 

Arg Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val 
85 90 95 

Val Ser Cys Ala Thr Thr Leu Met Leu Val His lie lie Pro Asp Leu 
100 105 110 

Leu Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu 
115 120 125 

Leu Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg 
130 135 140 

His Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His 
145 150 155 160 

Thr lie Leu Lys Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu 
165 170 175 

Glu Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin 
180 185 190 

Leu Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro 
195 200 205 

He Gin Leu Pro Val He Asn Gin Val Phe Gly Thr Ser Arg Ala Val 
210 215 220 

Lys He Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly 
225 230 235 240 



S:\Sequences\UF\UF-325XCl\sub.doc/DNB/sl 



UF-325XC1 



Lys Tyr Met Leu Gly 
245 

Leu Ser Asn Phe Gin 
260 

Tyr Ala Leu Met Val 
275 

His Val His Glu Leu 
290 

Val Ala Leu Ser His 
305 

Asp Leu Leu Met Glu 
325 

Ala Glu Thr Ala lie 
340 

His Glu Met Arg Thr 
355 

Leu Gin Glu Thr Glu 
370 

lie Leu Lys Ser Ser 
385 

Asp Leu Ser Arg Leu 
405 

Phe Asn Leu His Thr 
420 

He Ala Val Val Lys 
435 

Leu Pro Glu Phe Val 
450 

Leu Asn He Val Gly 
465 

Ser Val Thr Ala Leu 
485 

Phe Val Val Pro Thr 
500 

Asp Ser Gly Ala Gly 
515 



Glu Val Val Ala Val 
250 

He Asn Asp Trp Pro 
265 

Leu Met Leu Pro Ser 
280 

Glu Leu Val Glu Val 
295 

Ala Ala He Leu Glu 
310 

Gin Asn Val Ala Leu 
330 

Arg Ala Arg Asn Asp 
345 

Pro Met His Ala He 
360 

Leu Thr Pro Glu Gin 
375 

Asn Leu Leu Ala Thr 
390 

Glu Asp Gly Ser Leu 
410 

Leu Phe Arg Glu Val 
425 

Lys Leu Pro He Thr 
440 

Val Gly Asp Glu Lys 
455 

Asn Ala Val Lys Phe 
470 

Val Thr Lys Ser Asp 
490 

Gly Ser His Phe Tyr 
505 

He Asn Pro Gin Asp 
520 



Arg Val Pro Leu Leu His 
255 

Glu Leu Ser Thr Lys Arg 
270 

Asp Ser Ala Arg Gin Trp 
285 

Val Ala Asp Gin Val Ala 
300 

Glu Ser Met Arg Ala Arg 
315 320 

Asp Leu Ala Arg Arg Glu 
335 

Phe Leu Ala Val Met Asn 
350 

He Ala Leu Ser Ser Leu 
365 

Arg Leu Met Val Glu Thr 
380 

Leu Met Asn Asp Val Leu 
395 400 

Gin Leu Glu Leu Gly Thr 
415 

Leu Asn Leu He Lys Pro 
430 

Leu Asn Leu Ala Pro Asp 
445 

Arg Leu Met Gin He He 
460 

Ser Lys Gin Gly Ser He 
475 480 

Thr Arg Ala Ala Asp Phe 
495 

Leu Arg Val Lys Val Lys 
510 

He Pro Lys He Phe Thr 
525 
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Lys Phe Ala Gin Thr Gin Ser Leu Ala Thr Arg Ser Ser Gly Gly Ser 
530 535 540 



Gly Leu Gly Leu Ala lie Ser Lys Arg Phe Val Asn Leu Met Glu Gly 
545 550 555 560 

Asn lie Trp lie Glu Ser Asp Gly Leu Gly Lys Gly Cys Thr Ala lie 
565 570 575 

Phe Asp Val Lys Leu Gly lie Ser Glu Arg Ser Asn Glu Ser Lys Gin 
580 585 590 

Ser Gly lie Pro Lys Val Pro Ala lie Pro Arg His Ser Asn Phe Thr 
595 600 605 

Gly Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val 
610 615 620 

Thr Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser 
625 630 635 640 

Ser Asn Glu Glu Cys Leu Arg Val Val Ser His Glu His Lys Val Val 
645 650 655 

Phe Met Asp Val Cys Met Pro Gly Val Glu Asn Tyr Gin lie Ala Leu 
660 665 670 

Arg lie His Glu Lys Phe Thr Lys Gin Arg His Gin Arg Pro Leu Leu 
675 680 685 

Val Ala Leu Ser Gly Asn Thr Asp Lys Ser Thr Lys Glu Lys Cys Met 
690 695 700 

Ser Phe Gly Leu Asp Gly Val Leu Leu Lys Pro Val Ser Leu Asp Asn 
705 710 715 720 

lie Arg Asp Val Leu Ser Asp Leu Leu Glu Pro Arg Val Leu Tyr Glu 
725 730 735 

Gly Met 



<210> 3 
<211> 738 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 3 

Met Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu 
15 10 15 

Leu Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe lie Ala lie Val Tyr 
20 25 30 
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Phe Ser lie Pro Leu Glu Leu lie Tyr Phe Val Lys Lys Ser Ala Val 
35 40 45 

Phe Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe lie. Val Leu 
50 55 60 

Tyr Gly Ala Thr His Leu lie Asn Leu Trp Thr Phe Thr Thr His Ser 
65 70 75 80 

Arg Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val 
85 90 95 

Val Ser Cys Ala Thr Ala Leu Met Leu Val His lie lie Pro Asp Leu 
100 105 110 

Leu Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu 
115 120 125 

Leu Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg 
130 135 140 

His Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His 
145 150 155 160 

Thr lie Leu Lys. Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu 
165 170 175 

Glu Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin 
180 185 190 

Leu Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro 
195 200 205 

He Gin Leu Pro Val He Asn Gin Val Phe Gly Thr Ser Arg Ala Val 
210 215 220 

Lys He Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly 
225 230 235 240 

Lys Tyr Met Leu Gly Glu Val Val Ala Val Arg Val Pro Leu Leu His 
245 250 255 

Leu Ser Asn Phe Gin He Asn Asp Trp Pro Glu Leu Ser Thr Lys Arg 
260 265 270 

Tyr Ala Leu Met Val Leu Met Leu Pro Ser Asp Ser Ala Arg Gin Trp 
275 280 285 

His Val His Glu Leu Glu Leu Val Glu Val Val Ala Asp Gin Val Ala 
290 295 300 

Val Ala Leu Ser His Ala Ala He Leu Glu Glu Ser Met Arg Ala Arg 
305 310 315 320 

Asp Leu Leu Met Glu Gin Asn Val Ala Leu Asp Leu Ala Arg Arg Glu 
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325 330 335 

Ala Glu Thr Ala lie Arg Ala Arg Asn Asp Phe Leu Ala Val Met Asn 
340 345 350 

His Glu Met Arg Thr Pro Met His Ala lie lie Ala Leu Ser Ser Leu 
355 360 365 

Leu Gin Glu Thr Glu Leu Thr Pro Glu Gin Arg Leu Met Val Glu Thr 
370 375 380 

lie Leu Lys Ser Ser Asn Leu Leu Ala Thr Leu Met Asn Asp Val Leu 
385 390 395 400 

Asp Leu Ser Arg Leu Glu Asp Gly Ser Leu Gin Leu Glu Leu Gly Thr 
405 410 415 

Phe Asn Leu His Thr Leu Phe Arg Glu Val Leu Asn Leu lie Lys Pro 
420 425 430 

He Ala Val Val Lys Lys Leu Pro He Thr Leu Asn Leu Ala Pro Asp 
435 440 445 

Leu Pro Glu Phe Val Val Gly Asp Glu Lys Arg Leu Met Gin He He 
450 455 460 

Leu Asn He Val Gly Asn Ala Val Lys Phe Ser Lys Gin Gly Ser He 
465 470 475 480 

Ser Val Thr Ala Leu Val Thr Lys Ser Asp Thr Arg Ala Ala Asp Phe 
485 490 495 

Phe Val Val Pro Thr Gly Ser His Phe Tyr Leu Arg Val Lys Val Lys 
500 505 510 

Asp Ser Gly Ala Gly He Asn Pro Gin Asp He Pro Lys He Phe Thr 
515 520 525 

Lys Phe Ala Gin Thr Gin Ser Leu Ala Thr Arg Ser Ser Gly Gly Ser 
530 535 540 

Gly Leu Gly Leu Ala He Ser Lys Arg Phe Val Asn Leu Met Glu Gly 
545 550 555 560 

Asn He Trp He Glu Ser Asp Gly Leu Gly Lys Gly Cys Thr Ala He 
565 570 575 

Phe Asp Val Lys Leu Gly He Ser Glu Arg Ser Asn Glu Ser Lys Gin 
580 585 590 

Ser Gly He Pro Lys Val Pro Ala He Pro Arg His Ser Asn Phe Thr 
595 600 605 

Gly Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val 
610 615 620 
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Thr Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser 
625 630 635 640 

Ser Asn Glu Glu Cys Leu Arg Val Val Ser His Glu His Lys Val Val 
645 650 655 

Phe Met Asp Val Cys Met Pro Gly Val Glu Asn Tyr Gin lie Ala Leu 
660 665 670 

Arg lie His Glu Lys Phe Thr Lys Gin Arg His Gin Arg Pro Leu Leu 
675 680 685 

Val Ala Leu Ser Gly Asn Thr Asp Lys Ser Thr Lys Glu Lys Cys Met 
690 695 700 

Ser Phe Gly Leu Asp Gly Val Leu Leu Lys Pro Val Ser Leu Asp Asn 
705 710 715 • 720 

lie Arg Asp Val Leu Ser Asp Leu Leu Glu Pro Arg Val Leu Tyr Glu 
725 730 735 

Gly Met 



<210> 4 
<211> 738 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 4 

Met Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu 
15 10 15 

Leu Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe He Ala He Ala Tyr 
20 25 30 

Phe Ser He Pro Leu Glu Leu He Tyr Phe Val Lys Lys Ser Ala Val 
35 40 45 

Phe Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe Phe Val Leu 
50 55 60 

Tyr Gly Ala Thr His Leu He Asn Leu Trp Thr Phe Thr Thr His Ser 
65 70 75 80 

Arg Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val 
85 90 95 

Val Ser Cys Ala Thr Ala Leu Met Leu Val His He He Pro Asp Leu 
100 105 110 

Leu Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu 
115 120 125 
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Leu Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg 
130 135 140 

His Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His 
145 150 155 160 

Thr lie Leu Lys Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu 
165 170 175 

Glu Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin 
180 185 190 

Leu Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro 
195 200 205 

He Gin Leu Pro Val He Asn Gin Val Phe Gly Thr Ser Arg Ala Val 
210 215 220 

Lys He Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly 
225 230 235 240 

Lys Tyr Met Leu Gly Glu Val Val Ala Val Arg Val Pro Leu Leu His 
245 250 255 

Leu Ser Asn Phe Gin He Asn Asp Trp Pro Glu Leu Ser Thr Lys Arg 
260 265 270 

Tyr Ala Leu Met Val Leu Met Leu Pro Ser Asp Ser Ala Arg Gin Trp 
275 280 285 

His Val His Glu Leu Glu Leu Val Glu Val Val Ala Asp Gin Val Ala 
290 295 300 

Val Ala Leu Ser His Ala Ala He Leu Glu Glu Ser Met Arg Ala Arg 
305 310 315 320 

Asp Leu Leu Met Glu Gin Asn Val Ala Leu Asp Leu Ala Arg Arg Glu 
325 330 335 

Ala Glu Thr Ala He Arg Ala Arg Asn Asp Phe Leu Ala Val Met Asn 
340 345 350 

His Glu Met Arg Thr Pro Met His Ala He He Ala Leu Ser Ser Leu 
355 360 365 

Leu Gin Glu Thr Glu Leu Thr Pro Glu Gin Arg Leu Met Val Glu Thr 
370 375 380 

He Leu Lys Ser Ser Asn Leu Leu Ala Thr Leu Met Asn Asp Val Leu 
385 390 395 400 

Asp Leu Ser Arg Leu Glu Asp Gly Ser Leu Gin Leu Glu Leu Gly Thr 
405 410 415 
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Phe Asn Leu His Thr Leu Phe Arg Glu Val Leu Asn Leu lie Lys Pro 
420 425 430 

He Ala Val Val Lys Lys Leu Pro He Thr Leu Asn Leu Ala Pro Asp 
435 440 445 

Leu Pro Glu Phe Val Val Gly Asp Glu Lys Arg Leu Met Gin He He 
450 455 460 

Leu Asn He Val Gly Asn Ala Val Lys Phe Ser. Lys Gin Gly Ser He 
465 470 475 480 

Ser Val Thr Ala Leu Val Thr Lys Ser Asp Thr Arg Ala Ala Asp Phe 
485 490 495 

Phe Val Val Pro Thr Gly Ser His Phe Tyr Leu Arg Val Lys Val Lys 
500 505 510 

Asp Ser Gly Ala Gly He Asn Pro Gin Asp He Pro Lys He Phe Thr 
515 520 525 

Lys Phe Ala Gin Thr Gin Ser Leu Ala Thr Arg Ser Ser Gly Gly Ser 
530 535 540 

Gly Leu Gly Leu Ala He Ser Lys Arg Phe Val Asn Leu Met Glu Gly 
545 550 555 560 

Asn He Trp He Glu Ser Asp Gly Leu Gly Lys Gly Cys Thr Ala He 
565 570 575 

Phe Asp Val Lys Leu Gly He Ser Glu Arg Ser Asn Glu Ser Lys Gin 
580 585 590 

Ser Gly He Pro Lys Val Pro Ala He Pro Arg His Ser Asn Phe Thr 
595 600 605 

Gly Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val 
610 615 620 

Thr Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser 
625 630 635 640 

Ser Asn Glu Glu Cys Leu Arg Val Val Ser His Glu His Lys Val Val 
645 650 655 

Phe Met Asp Val Cys Met Pro Gly Val Glu Asn Tyr Gin He Ala Leu 
660 665 670 

Arg He His Glu Lys Phe Thr Lys Gin Arg His Gin Arg Pro Leu Leu 
675 680 685 

Val Ala Leu Ser Gly Asn Thr Asp Lys Ser Thr Lys Glu Lys Cys Met 
690 695 700 

Ser Phe Gly Leu Asp Gly Val Leu Leu Lys Pro Val Ser Leu Asp Asn 
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705 710 715 720 

lie Arg Asp Val Leu Ser Asp Leu Leu Glu Pro Arg Val Leu Tyr Glu 
725 730 735 

Gly Met 



<210> 5 

<211> 2214 

<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<221> CDS 

<222> (1) . . (2214) 

<400> 5 

atg gaa gtc tgc aat tgt att gaa ccg caa tgg cca gcg gat gaa ttg 48 
Met Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu 
15 10 15 



tta atg aaa tac caa tac ate tec gat ttc ttc att gcg att gcg tat 96 
Leu Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe lie Ala lie Ala Tyr 
20 25 30 

ttt teg att cct ctt gag ttg att tac ttt gtg aag aaa tea gee gtg 144 
Phe Ser lie Pro Leu Glu Leu lie Tyr Phe Val Lys Lys Ser Ala Val 
35 40 45 

ttt ccg tat aga tgg gta ctt gtt cag ttt ggt get ttt ate gtt ctt 192 
Phe Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe lie Val Leu 
50 55 60 

tat gga gca act cat ctt att aac tta tgg act ttc act acg cat teg 240 
Tyr Gly Ala Thr His Leu lie Asn Leu Trp Thr Phe Thr Thr His Ser 
65 70 75 80 

aga acc gtg gcg ctt gtg atg act ace gcg aag gtg tta ace get gtt 288 
Arg Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val 
85 90 95 

gtc teg tgt get act gcg ttg atg ctt gtt cat att att cct gat ctt 336 
Val Ser Cys Ala Thr Ala Leu Met Leu Val His lie lie Pro Asp Leu 
100 105 110 

ttg agt. gtt aag act egg gag ctt ttc ttg aaa aat aaa get get gag 3 84 

Leu Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu 
115 120 125 

etc gat aga gaa atg gga ttg att cga act cag gaa gaa acc gga agg 432 
Leu Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg 
130 135 140 

cat gtg aga atg ttg act cat gag att aga age act tta gat aga cat 4 80 
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His Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His 
145 150 155 160 

act att tta aag act aca ctt gtt gag ctt ggt agg aca tta get ttg 528 
Thr lie Leu Lys Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu 
165 170 175 

gag gag tgt gca ttg tgg atg cct act aga act ggg tta gag eta cag 576 
Glu Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin 
180 185 190 

ctt tct tat aca ctt cgt cat caa cat ccc gtg gag tat acg gtt cct 624 
Leu Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro 
195 200 205 

att caa tta ccg gtg att aac caa gtg ttt ggt act agt agg get gta 672 
He Gin Leu Pro Val He Asn Gin Val Phe Gly Thr Ser Arg Ala Val 
210 215 220 

aaa ata tct cct aat tct cct gtg get agg ttg aga cct gtt tct ggg 72 0 

Lys He Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly 
225 230 235 240 

aaa tat atg eta ggg gag gtg gtc get gtg agg gtt ccg ctt etc cac 768 
Lys Tyr Met Leu Gly Glu Val Val Ala Val Arg Val Pro Leu Leu His 
245 250 255 

ctt tct aat ttt cag att aat gac tgg cct gag ctt tea aca aag aga 816 
Leu Ser Asn Phe Gin He Asn Asp Trp Pro Glu Leu Ser Thr Lys Arg 
260 265 270 

tat get ttg atg gtt ttg atg ctt cct tea gat agt gca agg caa tgg 864 
Tyr Ala Leu Met Val Leu Met Leu Pro Ser Asp Ser Ala Arg Gin Trp 
275 280 285 

cat gtc cat gag ttg gaa etc gtt gaa gtc gtc get gat cag gtg get 912 
His Val His Glu Leu Glu Leu Val Glu Val Val Ala Asp Gin Val Ala 
290 295 300 

gta get etc tea cat get gcg ate eta gaa gag teg atg cga get agg 960 
Val Ala Leu Ser His Ala Ala He Leu Glu Glu Ser Met Arg Ala Arg 
305 310 315 320 

gac ctt etc atg gag cag aat gtt get ctt gat eta get aga cga gaa 1008 
Asp Leu Leu Met Glu Gin Asn Val Ala Leu Asp Leu Ala Arg Arg Glu 
325 330 335 

gca gaa aca gca ate cgt gee cgc aat gat ttc eta gcg gtt atg aac 1056 
Ala Glu Thr Ala He Arg Ala Arg Asn Asp Phe Leu Ala Val Met Asn 
340 345 350 

cat gaa atg cga aca ccg atg cat gcg att att gca etc tct tec tta 1104 
His Glu Met Arg Thr Pro Met His Ala He He Ala Leu Ser Ser Leu 
355 360 365 
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etc caa gaa 
Leu Gin Glu 
370 

ata ctt aaa 
lie Leu Lys 
385 

gat ctt tea 
Asp Leu Ser 



ttc aat ctt 
Phe Asn Leu 



ata gcg gtt 
lie Ala Val 
435 

ttg cca gaa 
Leu Pro Glu 
450 

tta aat ata 
Leu Asn lie 
465 

tec gta acc 
Ser Val Thr 



ttt gtc gtg 
Phe Val Val 



gac tct gga 
Asp Ser Gly 
515 

aaa ttt get 
Lys Phe Ala 
530 

ggg ctt ggc 
Gly Leu Gly 
545 

aac att tgg 
Asn lie Trp 



ttt gat gtt 
Phe Asp Val 



acg gaa eta 
Thr Glu Leu 



agt agt aac 
Ser Ser Asn 
390 

agg tta gaa 
Arg Leu Glu 
405 

cat aca tta 
His Thr Leu 
420 

gtt aag aaa 
Val Lys Lys 



ttt gtt gtt 
Phe Val Val 



gtt ggt aat 
Val Gly Asn 
470 

get ctt gtc 
Ala Leu Val 
485 

cca act ggg 
Pro Thr Gly 
500 

gca gga ata 
Ala Gly He 



caa aca caa 
Gin Thr Gin 



etc gee ate 
Leu Ala He 
550 

att gag age 
He Glu Ser 
565 

aaa ctt ggg 
Lys Leu Gly 
580 



acc cct gaa 
Thr Pro Glu 
375 

ctt ttg gca 
Leu Leu Ala 



gat gga agt 
Asp Gly Ser 



ttt aga gag 
Phe Arg Glu 
425 

tta ccc ate 
Leu Pro He 
440 

ggg gat gag 
Gly Asp Glu 
455 

get gtg aaa 
Ala Val Lys 



acc aag tea 
Thr Lys Ser 



agt cat ttc 
Ser His Phe 
505 

aat cct caa 
Asn Pro Gin 
520 

tct tta gcg 
Ser Leu Ala 
535 

tec aag agg 
Ser Lys Arg 



gat ggt ctt 
Asp Gly Leu 



ate tea gaa 
He Ser Glu 
585 



caa aga ctg 
Gin Arg Leu 
380 

act ttg atg 
Thr Leu Met 
395 

ctt caa ctt 
Leu Gin Leu 
410 

gtc etc aat 
Val Leu Asn 



aca eta aat 
Thr Leu Asn 



aaa egg eta 
Lys Arg Leu 
460 

ttc tec aaa 
Phe Ser Lys 
475 

gac aca cga 
Asp Thr Arg 
490 

tac ttg aga 
Tyr Leu Arg 



gac att cca 
Asp He Pro 



acg aga age 
Thr Arg Ser 
540 

ttt gtg aat 
Phe Val Asn 
555 

gga aaa gga 
Gly Lys Gly 
570 

cgt tea aac 
Arg Ser Asn 



atg gtg gaa 
Met Val Glu 



aat gat gtc 
Asn Asp Val 



gaa ctt ggg 
Glu Leu Gly 
415 

ctg ata aag 
Leu He Lys 
430 

ctt gca cca 
Leu Ala Pro 
445 

atg cag ata 
Met Gin He 



caa ggt agt 
Gin Gly Ser 



get get gac 
Ala Ala Asp 
495 

gtg aag gta 
Val Lys Val 
510 

aag att ttc 
Lys He Phe 
525 

teg ggt ggt 
Ser Gly Gly 



ctg atg gag 
Leu Met Glu 



tgc acg get 
Cys Thr Ala 
575 

gaa tct aaa 
Glu Ser Lys 
590 



aca 1152 
Thr 



tta 1200 

Leu 

400 

aca 1248 
Thr 



cct 1296 
Pro 



gat 1344 
Asp 



ata 1392 
He 



ate 1440 

He 

480 

ttt 1488 
Phe 



aaa 1536 
Lys 



act 1584 
Thr 



agt 1632 
Ser . 



ggt 1680 

Gly 

560 

ate 1728 
He 



cag 1776 
Gin 
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teg ggc ata ccg aaa gtt cca gec att ccc cga cat tea aat ttc act 1824 
Ser Gly lie Pro Lys Val Pro Ala lie Pro Arg His Ser Asn Phe Thr 
595 600 605 

gga ctt aag gtt ctt gtc atg gat gag aac ggg gta agt aga atg gtg 1872 
Gly Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val 
610 615 620 

acg aag gga ctt ctt gta cac ctt ggg tgc gaa gtg acc acg gtg agt 1920 
Thr Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser 
625 630 635 640 



tea aac gag 
Ser Asn Glu 



ttc atg gac 
Phe Met Asp 



cgt att cac 
Arg lie His 
675 

gtg gca etc 
Val Ala Leu 
690 

age ttt ggt 
Ser Phe Gly 
705 

ata aga gat 
lie Arg Asp 



ggc atg 



gag tgt etc 
Glu Cys Leu 
645 

gtg tgc atg 
Val Cys Met 
660 

gag aaa ttc 
Glu Lys Phe 



agt ggt aac 
Ser Gly Asn 



eta gac ggt 
Leu Asp Gly 
710 

gtt ctg tct 
Val Leu Ser 
725 



cga gtt gtg 
Arg Val Val 



ccc ggg gtc 
Pro Gly Val 
665 

aca aaa caa 
Thr Lys Gin 
680 

act gac aaa 
Thr Asp Lys 
695 

gtg ttg etc 
Val Leu Leu 



gat ctt etc 
Asp Leu Leu 



tec cat gag 
Ser His Glu 
650 

gaa aac tac 
Glu Asn Tyr 



cgc cac caa 
Arg His Gin 



tec aca aaa 
Ser Thr Lys 
700 

aaa ccc gta 
Lys Pro Val 
715 

gag ccc egg 
Glu Pro Arg 
730 



cac aaa gtg 
His Lys Val 
655 

caa ate get 
Gin He Ala 
670 

egg cca eta 
Arg Pro Leu 
685 

gag aaa tgc 
Glu Lys Cys 



tea eta gac 
Ser Leu Asp 



gta ctg tac 
Val Leu Tyr 
735 



gtc 1968 
Val 



etc 2016 
Leu 



ctt 2064 
Leu 



atg 2112 
Met 



aac 2160 

Asn 

720 

gag 2208 
Glu 



2214 



<210> 6 
<211> 773 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 6 

Met Val Lys Glu He Ala Ser Trp Leu Leu He Leu Ser Met Val Val 
15 10 15 

Phe Val Ser Pro Val Leu Ala He Asn Gly Gly Gly Tyr Pro Arg Cys 
20 25 30 

Asn Cys Glu Asp Glu Gly Asn Ser Phe Trp Ser Thr Glu Asn He Leu 
35 40 45 
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Glu Thr Gin Arg Val Ser Asp Phe Leu lie Ala Val Ala Tyr Phe Ser 
50 55 60 

lie Pro lie Glu Leu Leu Tyr Phe Val Ser Cys Ser Asn Val Pro Phe 
65 70 75 80 

Lys Trp Val Leu Phe Glu Phe lie Ala Phe lie Val Leu Cys Gly Met 
85 90 95 

Thr His Leu Leu His Gly Trp Thr Tyr Ser Ala His Pro Phe Arg Leu 
100 105 110 

Met Met Ala Phe Thr Val Phe Lys Met Leu Thr Ala Leu Val Ser Cys 
115 120 125 

Ala Thr Ala lie Thr Leu lie Thr Leu lie Pro Leu Leu Leu Lys Val 
130 135 140 

Lys Val Arg Glu Phe Met Leu Lys Lys Lys Ala His Glu Leu Gly Arg 
145 150 155 160 

Glu Val Gly Leu He Leu He Lys Lys Glu Thr Gly Phe His Val Arg 
165 170 175 

Met Leu Thr Gin Glu He Arg Lys Ser Leu Asp Arg His Thr He Leu 
180 185 190 

Tyr Thr Thr Leu Val Glu Leu Ser Lys Thr Leu Gly Leu Gin Asn Cys 
195 200 205 

Ala Val Trp Met Pro Asn Asp Gly Gly Thr Glu Met Asp Leu Thr His 
210 215 220 

Glu Leu Arg Gly Arg Gly Gly Tyr Gly Gly Cys Ser Val Ser Met Glu 
225 230 235 240 

Asp Leu Asp Val Val Arg He Arg Glu Ser Asp Glu Val Asn Val Leu 
245 250 255 

Ser Val Asp Ser Ser He Ala Arg Ala Ser Gly Gly Gly Gly Asp Val 
260 265 270 

Ser Glu He Gly Ala Val Ala Ala He Arg Met Pro Met Leu Arg Val 
275 280 285 

Ser Asp Phe Asn Gly Glu Leu Ser Tyr Ala He Leu Val Cys Val Leu 
290 295 300 

Pro Gly Gly Thr Pro Arg Asp Trp Thr Tyr Gin Glu He Glu He Val 
305 310 315 320 

Lys Val Val Ala Asp Gin Val Thr Val Ala Leu Asp His Ala Ala Val 
325 330 335 
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UF-325XC1 



Leu Glu Glu Ser Gin Leu Met Arg Glu Lys Leu Ala Glu Gin Asn Arg 
340 345 350 

Ala Leu Gin Met Ala Lys Arg Asp Ala Leu Arg Ala Ser Gin Ala Arg 
355 360 365 

Asn Ala Phe Gin Lys Thr Met Ser Glu Gly Met Arg Arg Pro Met His 
370 375 * 380 

Ser lie Leu Gly Leu Leu Ser Met lie Gin Asp Glu Lys Leu Ser Asp 
385 390 395 400 

Glu Gin Lys Met He Val Asp Thr Met Val Lys Thr Gly Asn Val Met 
405 410 415 

Ser Asn Leu Val Gly Asp Ser Met Asp Val Pro Asp Gly Arg Phe Gly 
420 425 430 

Thr Glu Met Lys Pro Phe Ser Leu His Arg Thr He His Glu Ala Ala 
435 440 445 

Cys Met Ala Arg Cys Leu Cys Leu Cys Asn Gly He Arg Phe Leu Val 
450 455 460 

Asp Ala Glu Lys Ser Leu Pro Asp Asn Val Val Gly Asp Glu Arg Arg 
465 470 475 480 

Val Phe Gin Val He Leu His He Val Gly Ser Leu Val Lys Pro Arg 
485 490 495 

Lys Arg Gin Glu Gly Ser Ser Leu Met Phe Lys Val Leu Lys Glu Arg 
500 505 510 

Gly Ser Leu Asp Arg Ser Asp His Arg Trp Ala Ala Trp Arg Ser Pro 
515 520 525 

Ala Ser Ser Ala Asp Gly Asp Val Tyr He Arg Phe Glu Met Asn Val 
530 535 540 

Glu Asn Asp Asp Ser Ser Ser Gin Ser Phe Ala Ser Val Ser Ser Arg 
545 550 555 560 

Asp Gin Glu Val Gly Asp Val Arg Phe Ser Gly Gly Tyr Gly Leu Gly 
565 570 575 

Gin Asp Leu Ser Phe Gly Val Cys Lys Lys Val Val Gin Leu He His 
580 585 590 

Gly Asn He Ser Val Val Pro Gly Ser Asp Gly Ser Pro Glu Thr Met 
595 600 605 

Ser Leu Leu Leu Arg Phe Arg Arg Arg Pro Ser He Ser Val His Gly 
610 615 620 

Ser Ser Glu Ser Pro Ala Pro Asp His His Ala His Pro His Ser Asn 
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625 630 635 640 

Ser Leu Leu Arg Gly Leu Gin Val Leu Leu Val Asp Thr Asn Asp Ser 
645 650 655 

Asn Arg Ala Val Thr Arg Lys Leu Leu Glu Lys Leu Gly Cys Asp Val 
660 665 670 

Thr Ala Val Ser Ser Gly Phe Asp Cys Leu Thr Ala lie Ala Pro Gly 
675 680 685 

Ser Ser Ser Pro Ser Thr Ser Phe Gin Val Val Val Leu Asp Leu Gin 
690 695 700 

Met Ala Glu Met Asp Gly Tyr Glu Val Ala Met Arg lie Arg Ser Arg 
705 710 715 720 

Ser Trp Pro Leu lie Val Ala Thr Thr Val Ser Leu Asp Glu Glu Met 
725 730 735 

Trp Asp Lys Cys Ala Gin lie Gly lie Asn Gly Val Val Arg Lys Pro 
740 745 750 

Val Val Leu Arg Ala Met Glu Ser Glu Leu Arg Arg Val Leu Leu Gin 
755 760 765 

Ala Asp Gin Leu Leu 
770 



<210> 7 

<211> 2893 

<212> DNA 

<213> Arabidopsis thaliana 



<220> 

<221> CDS 

<222> (397) . . (2715) 

<400> 7 

atacatacac ttctcttttt atcctccatc ggcggcttat ggcggttttc cggcactaat 60 

catctccggc atatataaat aaacgtactt cacgtttttt tatataactt caaagtagtt 120 

tcagatttgt ctctatctct tcacttttaa gtcttctggt tttgtcatca ccagcttttt 180 

ttgttctgtc tctgtctttc tctttgtgta tttttattct cgtcatcgtt gttcttctat 240 

gagaggaaga tcggaatgtc gaagagaatt agaagattct cgtacatcac ttcgttggaa 300 

tttcacaggt cgatgagaga tctgagaact gtttcatttt gatccaaact catctctttc 360 

agagtataat ggactaagca ttttttttct ccgaag atg gtt aaa gaa ata get 414 

Met Val Lys Glu He Ala 
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UF-325XC1 



tct tgg tta ttg ata eta tea atg gtg gtg ttt gtt tct ccg gtt tta 462 
Ser Trp Leu Leu lie Leu Ser Met Val Val Phe Val Ser Pro Val Leu 
10 15 20 

get ata aac ggc ggt ggt tat cca cga tgt aac tgc gaa gac gaa gga 510 
Ala He Asn Gly Gly Gly Tyr Pro Arg Cys Asn Cys Glu Asp Glu Gly 
25 30 35 

aac agt ttc tgg agt aca gag aac att eta gaa act caa aga gta age 558 
Asn Ser Phe Trp Ser Thr Glu Asn He Leu Glu Thr Gin Arg Val Ser 
40 45 50 

gat ttc tta ate gca gta get tat ttc tea ate cct att gag tta ctt 606 
Asp Phe Leu He Ala Val Ala Tyr Phe Ser He Pro He Glu Leu Leu 
55 60 65 70 

tac ttc gtg agt tgt tec aat gtt cca ttc aaa tgg gtt etc ttt gag 654 
Tyr Phe Val Ser Cys Ser Asn Val Pro Phe Lys Trp Val Leu Phe Glu 
75 80 85 

ttt ate gee ttc att gtt ctt tgt ggt atg act cat ctt ctt cat ggt 702 
Phe lie Ala Phe He Val Leu Cys Gly Met Thr His Leu Leu His Gly 
90 95 100 

tgg act tac tct get cat cca ttt aga tta atg atg gcg ttt act gtt 750 
Trp Thr Tyr Ser Ala His Pro Phe Arg Leu Met Met Ala Phe Thr Val 
105 110 115 

ttc aag atg ttg act get tta gtc tct tgt get act gcg att acg ctt 798 
Phe Lys Met Leu Thr Ala Leu Val Ser Cys Ala Thr Ala He Thr Leu 
120 125 130 

att act ttg att cct ctg ctt ttg aaa gtt aaa gtt aga gag ttt atg 846 
He Thr Leu lie Pro Leu Leu Leu Lys Val Lys Val Arg Glu Phe Met 
135 140 145 150 

ctt aag aag aaa get cat gag ctt ggt cgt gaa gtt ggt ttg att ttg 894 
Leu Lys Lys Lys Ala His Glu Leu Gly Arg Glu Val Gly Leu He Leu 
155 160 165 

att aag aaa gag act ggc ttt cat gtt cgt atg ctt act caa gag att 942 
He Lys Lys Glu Thr Gly Phe His Val Arg Met Leu Thr Gin Glu He 
170 • 175 180 

cgt aag tct ttg gat cgt cat acg att ctt tat act act ttg gtt gag 990 
Arg Lys Ser Leu Asp Arg His Thr He Leu Tyr Thr Thr Leu Val Glu 
185 190 195 

ctt teg aag act tta ggg ttg cag aat tgt gcg gtt tgg atg ccg aat 103 8 

Leu Ser Lys Thr Leu Gly Leu Gin Asn Cys Ala Val Trp Met Pro Asn 
200 205 210 

gac ggt gga acg gag atg gat ttg act cat gag ttg aga ggg aga ggt 1086 
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Asp Gly Gly Thr Glu Met Asp Leu Thr His Glu Leu Arg Gly Arg Gly 
215 220 225 230 

ggt tat ggt ggt tgt tct gtt tct atg gag gat ttg gat gtt gtt agg 1134 
Gly Tyr Gly Gly Cys Ser Val Ser Met Glu Asp Leu Asp Val Val Arg 
235 240 245 

att agg gag agt gat gaa gtg aat gtg ttg agt gtt gac teg tec att 1182 
lie Arg Glu Ser Asp Glu Val Asn Val Leu Ser Val Asp Ser Ser lie 
250 255 260 

get cga get agt ggt ggt ggt ggg gat gtt agt gag att ggt gee gtg 1230 
Ala Arg Ala Ser Gly Gly Gly Gly Asp Val Ser Glu He Gly Ala Val 
265 270 275 

get get att aga atg ccg atg ctt cgt gtt teg gat ttt aat gga gag 1278 
Ala Ala He Arg Met Pro Met Leu Arg Val Ser Asp Phe Asn Gly Glu 
280 285 290 

eta agt tat gcg ata ctt gtt tgt gtt tta ccg ggc ggg acg cct egg 132 6 

Leu Ser Tyr Ala He Leu Val Cys Val Leu Pro Gly Gly Thr Pro Arg 
295 300 305 310 

gat tgg act tat cag gag att gag att gtt aaa gtt gtg gcg gat caa 1374 
Asp Trp Thr Tyr Gin Glu He Glu He Val Lys Val Val Ala Asp Gin 
315 320 325 

gta acc gtt gcg tta gat cat gca gcg gtt ctt gaa gag tct cag ctt 1422 
Val Thr Val Ala Leu Asp His Ala Ala Val Leu Glu Glu Ser Gin Leu 
330 335 340 

atg agg gag aag ctg gcg gaa cag aac agg gcg ttg cag atg gcg aag 147 0 

Met Arg Glu Lys Leu Ala Glu Gin Asn Arg Ala Leu Gin Met Ala Lys 
345 350 355 

aga gac gcg ttg aga gcg age caa gcg agg aat gcg ttt cag aaa acg 1518 
Arg Asp Ala Leu Arg Ala Ser Gin Ala Arg Asn Ala Phe Gin Lys Thr 
360 365 370 

atg age gaa ggg atg agg cgt cct atg cat teg ata etc ggt ctt ttg 1566 
Met Ser Glu Gly Met Arg Arg Pro Met His Ser He Leu Gly Leu Leu 
375 380 385 390 

teg atg att cag gac gag aag ttg agt gac gag cag aaa atg att gtt 1614 
Ser Met He Gin Asp Glu Lys Leu Ser Asp Glu Gin Lys Met He Val 
395 400 405 

gat acg atg gtt aaa aca ggg aat gtt atg teg aat ttg gtg ggg gac 1662 
Asp Thr Met Val Lys Thr Gly Asn Val Met Ser Asn Leu Val Gly Asp 
410 415 420 

tct atg gat gtg cct gac ggt aga ttt ggt acg gag atg aaa cca ttt 1710 
Ser Met Asp Val Pro Asp Gly Arg Phe Gly Thr Glu Met Lys Pro Phe 
425 430 435 
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agt ctg cat cgt acg ate cat gaa gca get tgt atg gcg aga tgt ttg 1758 
Ser Leu His Arg Thr lie His Glu Ala Ala Cys Met Ala Arg Cys Leu 
440 445 450 

tgt eta tgc aat gga att agg ttc ttg gtt gac gcg gag aag tct eta 1806 
Cys Leu Cys Asn Gly lie Arg Phe Leu Val Asp Ala Glu Lys Ser Leu 
455 460 465 470 

cct gat aat gta gta ggt gat gaa aga agg gtc ttt caa gtg ata ctt 1854 
Pro Asp Asn Val Val Gly Asp Glu Arg Arg Val Phe Gin Val lie Leu 
475 480 485 

cat ata gtt ggt agt tta gta aag cct aga aaa cgt caa gaa gga tct 1902 
His lie Val Gly Ser Leu Val Lys Pro Arg Lys Arg Gin Glu Gly Ser 
490 495 500 

tea ttg atg ttt aag gtt ttg aaa gaa aga gga age ttg gat agg agt 1950 
Ser Leu Met Phe Lys Val Leu Lys Glu Arg Gly Ser Leu Asp Arg Ser 
505 510 515 

gat cat aga tgg get get tgg aga tea ccg get tct tea gca gat gga 1998 
Asp His Arg Trp Ala Ala Trp Arg Ser Pro Ala Ser Ser Ala Asp Gly 
520 525 530 

gat gtg tat ata aga ttt gaa atg aat gta gag aat gat gat tea agt 2 046 

Asp Val Tyr lie Arg Phe Glu Met Asn Val Glu Asn Asp Asp Ser Ser 
535 540 545 550 

tct caa tea ttt get tct gtt tec tec aga gat caa gaa gtt ggt gat 2094 
Ser Gin Ser Phe Ala Ser Val Ser Ser Arg Asp Gin Glu Val Gly Asp 
555 560 565 

gtt aga ttc tec ggc ggc tat ggg tta gga caa gat eta age ttt ggt 2142 
Val Arg Phe Ser Gly Gly Tyr Gly Leu Gly Gin Asp Leu Ser Phe Gly 
570 575 580 

gtt tgt aag aaa gtg gtg cag ttg att cat ggg aat ate teg gtg gtc 2190 
Val Cys Lys Lys Val Val Gin Leu He His Gly Asn He Ser Val Val 
585 590 595 

cct ggc teg gat ggt tea ccg gag ace atg teg ttg etc ctt egg ttt 2238 
Pro Gly Ser Asp Gly Ser Pro Glu Thr Met Ser Leu Leu Leu Arg Phe 
600 605 610 

cga cgt aga ccc tec ata tct gtc cat gga tec age gag teg cca get 2286 
Arg Arg Arg Pro Ser He Ser Val His Gly Ser Ser Glu Ser Pro Ala 
615 620 625 630 

cct gac cac cac get cac cca cat teg aat tct ctg tta cgt ggc tta 2334 
Pro Asp His His Ala His Pro His Ser Asn Ser Leu Leu Arg Gly Leu 
635 640 645 

caa gtt tta ttg gta gac ace aac gat teg aac egg gca gtt aca cgt 2382 
Gin Val Leu Leu Val Asp Thr Asn Asp Ser Asn Arg Ala Val Thr Arg 
650 655 660 
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aaa etc tta gag aaa etc ggg tgc gat gta acc gcg gtt tec tct gga 2430 
Lys Leu Leu Glu Lys Leu Gly Cys Asp Val Thr Ala Val Ser Ser Gly 
665 670 675 

ttc gat tgc ctt acc gec att get ccc ggc teg tec teg cct tct act 2478 
Phe Asp Cys Leu Thr Ala lie Ala Pro Gly Ser Ser Ser Pro Ser Thr 
680 685 690 

teg ttt caa gtg gtg gtg ctt gat ctt caa atg gca gag atg gac ggt 2526 
Ser Phe Gin Val Val Val Leu Asp Leu Gin Met Ala Glu Met Asp Gly 
695 700 705 710 

tat gaa gtg gee atg agg ate agg agt cga tct tgg ccg ttg att gtg 2574 
Tyr Glu Val Ala Met Arg lie Arg Ser Arg Ser Trp Pro Leu lie Val 
715 720 725 

gcg acg aca gtg age ttg gat gaa gaa atg tgg gac aag tgt gca cag 2622 
Ala Thr Thr Val Ser Leu Asp Glu Glu Met Trp Asp Lys Cys Ala Gin 
730 735 740 

att gga ate aat gga gtt gtg aga aag cca gtg gtg tta aga get atg 2670 
He Gly He Asn Gly Val Val Arg Lys Pro Val Val Leu Arg Ala Met 
745 750 755 

gag agt gag etc cga aga gta ttg ttg caa get gac caa ctt etc 2715 
Glu Ser Glu Leu Arg Arg Val Leu Leu Gin Ala Asp Gin Leu Leu 
760 765 770 

taagttgtta tctcaacttc tcttctacat tcaaaatttt tacaccatag atttatgtca 2775 

aatatatcaa aatgaaattt cgaaattgtt attatatata ccacccatat ctctatgatt 2835 

tgtacatcct gttttttttt gttctttttc tcattttgaa ccccacgaaa ttgcattg 2893 



<210> 8 

<211> 1622 

<212> DNA 

<213> Gossypium sp. 



<400> 8 
agettgegge 


cgctatttag 


ggecttttta 


gatagatgat 


gcgtttatct 


acaattagta 


60 


taaaattagc 


tttggtggtg 


aaattaacca 


ttatagcgtg 


aaacaaaaag 


aaaagtaaat 


120 


atcactggag 


gtaaacaaaa 


agaaaggtaa 


agaaaggctc 


ctaatcagat 


gaaaatttct 


180 


ctcaaacttt 


tagcactctt 


ttggaacgta 


aacagtgaag 


tgaactagag 


atgttaaaag 


240 


aggaagataa 


atggttaaat 


atacaaaatg 


tgtttaacat 


aaatccattt 


atcccccatt 


3.0 0 


aattcaatcc 


tttgaattgt 


taaatatata 


atatatgttt 


aatgtcttcc 


tgttttaacc 


360 


atggtaaagg 


agtcttcttg 


atttgttaat 


taagtgaaag 


gcaccaaaac 


caaatttata 


420 
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gcgtttaaat tgagtacatt ttgtatatac ggtcgaaagc cgcctcaggg ttcaatggct 480 

gctaatattt gcccaaaata aaatctcctt taggacttag cttcgtgtac gatagccaat 540 

tcgatatctt atgtaggtaa ctatgtttcg taatacatag aattgttcaa ctttttttat 600 

gttcgaactt ttttttaatt tgcaatgtaa ttatttgtct tatgttacat tttagtcatt 660 

tatgtttaaa atgttatatt ttagttattt acgttatcgt gttgtaacat tttaggtact 720 

gagccattaa ttgtcgttaa cagtgtaaca gaaagctgac gtggcacgtt aaatcatcgc 780 

ttcaaattaa aattttggat taaattatac aattggtccc tatatttttt tcattttttt 840 

ctttattttt cattctcttc ggcttctccc tatgttttcc tctcttcttc atttctttta 900 

acatagtttt tttatatttt ctaaaattaa atttttcaaa aaaaataaaa tataggagtt 960 

agttttaaaa aatacgttaa aagaaatgga taagggagga aaacagaggg aaaagcagaa 102 0 

gaggatgaaa gaaaaagaaa gttaaaagaa cataaaagaa aaaattaaat tgctctaaaa 1080 

gaaaaaatat ggggacagat tgtataaatt agccaaaaat ttttgtttaa aatgatgatt 1140 

taagtgctat gtcagtttac cattaaaggt aacaattaac gttttaataa ttaaaatatt 1200 

ataacccgat aaaataagta actaaaattt taaattttaa atataaataa ctaaaatata 1260 

acttgagata aataaaagtt gctattaaaa tttaggtata tcaacattaa taatgttggc 1320 

cccatataag aagaattcat gtgcaagaag ttaaaatggg tcaacagccg cctacatgcc 1380 

aacccttaat ttccaacttt tagttggtga ggataagatg agactaaaat ccgacattgc 1440 

atattgaaag gtcaagcata atcagataaa aaatcttggt tcattcattg agtaccaagt 1500 

aagtcaccct tttttaatca aaactacaac agtgaaggaa actacgaata atctatcatt 1560 

caccatgact ttctcccacc atatatttat gtacaccctt ccaatcttcc tacactacca 1620 

ca 1622 

<210> 9 
<211> 11606 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> plasmid construct encoding mutant ethylene receptor 
<220> 

<221> CDS 

<222> (1674) . . (3890) 
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<400> 9 

agcttgcggc cgctatttag ggccttttta gatagatgat gcgtttatct acaattagta 60 

taaaattagc tttggtggtg aaattaacca ttatagcgtg aaacaaaaag aaaagtaaat 120 

atcactggag gtaaacaaaa agaaaggtaa agaaaggctc ctaatcagat gaaaatttct 180 

ctcaaacttt tagcactctt ttggaacgta aacagtgaag tgaactagag atgttaaaag 240 

aggaagataa atggttaaat atacaaaatg tgtttaacat aaatccattt atcccccatt 300 

aattcaatcc tttgaattgt taaatatata atatatgttt aatgtcttcc tgttttaacc 360 

atggtaaagg agtcttcttg atttgttaat taagtgaaag gcaccaaaac caaatttata 420 

gcgtttaaat tgagtacatt ttgtatatac ggtcgaaagc cgcctcaggg ttcaatggct 480 

gctaatattt gcccaaaata aaatctcctt taggacttag cttcgtgtac gatagccaat 540 

tcgatatctt atgtaggtaa ctatgtttcg taatacatag aattgttcaa ctttttttat 600 

gttcgaactt ttttttaatt tgcaatgtaa ttatttgtct tatgttacat tttagtcatt 660 

tatgtttaaa atgttatatt ttagttattt acgttatcgt gttgtaacat tttaggtact 720 

gagccattaa ttgtcgttaa cagtgtaaca gaaagctgac gtggcacgtt aaatcatcgc 780 

ttcaaattaa aattttggat taaattatac aattggtccc tatatttttt tcattttttt 840 

ctttattttt cattctcttc ggcttctccc tatgttttcc tctcttcttc atttctttta 900 

acatagtttt tttatatttt ctaaaattaa atttttcaaa aaaaataaaa tataggagtt 960 

agttttaaaa aatacgttaa aagaaatgga taagggagga aaacagaggg aaaagcagaa 1020 

gaggatgaaa gaaaaagaaa gttaaaagaa cataaaagaa aaaattaaat tgctctaaaa 1080 

gaaaaaatat ggggacagat tgtataaatt agccaaaaat ttttgtttaa aatgatgatt 1140 

taagtgctat gtcagtttac cattaaaggt aacaattaac gttttaataa ttaaaatatt 1200 

ataacccgat aaaataagta actaaaattt taaattttaa atataaataa ctaaaatata 1260 

acttgagata aataaaagtt gctattaaaa tttaggtata tcaacattaa taatgttggc 1320 

cccatataag aagaattcat gtgcaagaag ttaaaatggg tcaacagccg cctacatgcc 1380 

aacccttaat ttccaacttt tagttggtga ggataagatg agactaaaat ccgacattgc 1440 

atattgaaag gtcaagcata atcagataaa aaatcttggt tcattcattg agtaccaagt 1500 

aagtcaccct tttttaatca aaactacaac agtgaaggaa actacgaata atctatcatt 1560 

caccatgact ttctcccacc atatatttat gtacaccctt ccaatcttcc tacactacca 1620 
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catcgataaa taaaaactgc agcccggggg atccatagtg taaaaaattc ata atg 1676 

Met 
1 

gaa gtc tgc aat tgt att gaa ccg caa tgg cca gcg gat gaa ttg tta 1724 
Glu Val Cys Asn Cys lie Glu Pro Gin Trp Pro Ala Asp Glu Leu Leu 
5 10 15 

atg aaa tac caa tac ate tec gat ttc ttc att gcg att gcg tat ttt 1772 
Met Lys Tyr Gin Tyr lie Ser Asp Phe Phe lie Ala lie Ala Tyr Phe 
20 25 30 

teg att cct ctt gag ttg att tac ttt gtg aag aaa tea gee gtg ttt 1820 
Ser lie Pro Leu Glu Leu lie Tyr Phe Val Lys Lys Ser Ala Val Phe 
35 40 45 

ccg tat aga tgg gta ctt gtt cag ttt ggt get ttt ate gtt ctt tat 1868 
Pro Tyr Arg Trp Val Leu Val Gin Phe Gly Ala Phe lie Val Leu Tyr 
50 55 60 65 

gga gca act cat ctt att aac tta tgg act ttc act acg cat teg aga 1916 
Gly Ala Thr His Leu lie Asn Leu Trp Thr Phe Thr Thr His Ser Arg 
70 75 80 

acc gtg gcg ctt gtg atg act ace gcg aag gtg tta acc get gtt gtc 1964 
Thr Val Ala Leu Val Met Thr Thr Ala Lys Val Leu Thr Ala Val Val 
85 90 95 

teg tgt get act gcg ttg atg ctt gtt cat att att cct gat ctt ttg 2012 
Ser Cys Ala Thr Ala Leu Met Leu Val His lie lie Pro Asp Leu Leu 
100 105 110 

agt gtt aag act egg gag ctt ttc ttg aaa aat aaa get get gag etc 2060 
Ser Val Lys Thr Arg Glu Leu Phe Leu Lys Asn Lys Ala Ala Glu Leu 
115 120 125 

gat aga gaa atg gga ttg att cga act cag gaa gaa acc gga agg cat 2108 
Asp Arg Glu Met Gly Leu lie Arg Thr Gin Glu Glu Thr Gly Arg His 
130 135 140 145 

gtg aga atg ttg act cat gag att aga age act tta gat aga cat act 2156 
Val Arg Met Leu Thr His Glu lie Arg Ser Thr Leu Asp Arg His Thr 
150 155 160 

att tta aag act aca ctt gtt gag ctt ggt agg aca tta get ttg gag 2204 
lie Leu Lys Thr Thr Leu Val Glu Leu Gly Arg Thr Leu Ala Leu Glu 
165 170 175 

gag tgt gca ttg tgg atg cct act aga act ggg tta gag eta cag ctt 2252 
Glu Cys Ala Leu Trp Met Pro Thr Arg Thr Gly Leu Glu Leu Gin Leu 
180 185 190 

tct tat aca ctt cgt cat caa cat ccc gtg gag tat acg gtt cct att 2300 
Ser Tyr Thr Leu Arg His Gin His Pro Val Glu Tyr Thr Val Pro lie 
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195 



200 



205 



caa tta ccg gtg att aac caa gtg ttt ggt act agt agg get gta aaa 
Gin Leu Pro Val lie Asn Gin Val Phe Gly Thr Ser Arg Ala Val Lys 
210 215 220 225 

ata tct cct aat tct cct gtg get agg ttg aga cct gtt tct ggg aaa 
lie Ser Pro Asn Ser Pro Val Ala Arg Leu Arg Pro Val Ser Gly Lys 
230 235 240 

tat atg eta ggg gag gtg gtc get gtg agg gtt ccg ctt etc cac ctt 
Tyr Met Leu Gly Glu Val Val Ala Val Arg Val Pro Leu Leu His Leu 
245 250 255 

tct aat ttt cag att aat gac tgg cct gag ctt tea aca aag aga tat 
Ser Asn Phe Gin lie Asn Asp Trp Pro Glu Leu Ser Thr Lys Arg Tyr 
260 265 270 

get ttg atg gtt ttg atg ctt cct tea gat agt gca agg caa tgg cat 
Ala Leu Met Val Leu Met Leu Pro Ser Asp Ser Ala Arg Gin Trp His 
275 280 285 

gtc cat gag ttg gaa etc gtt gaa gtc gtc get gat cag gtg get gta 
Val His Glu Leu Glu Leu Val Glu Val Val Ala Asp Gin Val Ala Val 
290 295 300 305 

get etc tea cat get gcg ate eta gaa gag teg atg cga get agg gac 
Ala Leu Ser His Ala Ala lie Leu Glu Glu Ser Met Arg Ala Arg Asp 
310 315 320 

ctt etc atg gag cag aat gtt get ctt gat eta get aga cga gaa gca 
Leu Leu Met Glu Gin Asn Val Ala Leu Asp Leu Ala Arg Arg Glu Ala 
325 330 335 

gaa aca gca ate cgt gee cgc aat gat ttc eta gcg gtt atg aac cat 
Glu Thr Ala lie Arg Ala Arg Asn Asp Phe Leu Ala Val Met Asn His 
340 345 350 

gaa atg cga aca ccg atg cat gcg att att gca etc tct tec tta etc 
Glu Met Arg Thr Pro Met His Ala lie lie Ala Leu Ser Ser Leu Leu 
355 360 365 

caa gaa acg gaa eta ace cct gaa caa aga ctg atg gtg gaa aca ata 
Gin Glu Thr Glu Leu Thr Pro Glu Gin Arg Leu Met Val Glu Thr lie 
370 375 380 385 

ctt aaa agt agt aac ctt ttg gca act ttg atg aat gat gtc tta gat 
Leu Lys Ser Ser Asn Leu Leu Ala Thr Leu Met Asn Asp Val Leu Asp 
390 395 400 

ctt tea agg tta gaa gat gga agt ctt caa ctt gaa ctt ggg aca ttc 
Leu Ser Arg Leu Glu Asp Gly Ser Leu Gin Leu Glu Leu Gly Thr Phe 
405 410 415 

aat ctt cat aca tta ttt aga gag gtc etc aat ctg ata aag cct ata 



UF-325XC1 



2348 



2396 



2444 



2492 



2540 



2588 



2636 



2684 



2732 



2780 



2828 



2876 



2924 



2972 
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Asn Leu His Thr Leu Phe Arg Glu Val Leu Asn Leu lie Lys Pro lie 
420 425 430 

gcg gtt gtt aag aaa tta ccc ate aca eta aat ctt gca cca gat ttg 3020 
Ala Val Val Lys Lys Leu Pro lie Thr Leu Asn Leu Ala Pro Asp Leu 
435 440 445 

cca gaa ttt gtt gtt ggg gat gag aaa egg eta atg cag ata ata tta 3068 
Pro Glu Phe Val Val Gly Asp Glu Lys Arg Leu Met Gin lie lie Leu 
450 455 460 465 

aat ata gtt ggt aat get gtg aaa ttc tec aaa caa ggt agt ate tec 3116 
Asn lie Val Gly Asn Ala Val Lys Phe Ser Lys Gin Gly Ser lie Ser 
470 475 480 

gta ace get ctt gtc acc aag tea gac aca cga get get gac ttt ttt 3164 
Val Thr Ala Leu Val Thr Lys Ser Asp Thr Arg Ala Ala Asp Phe Phe 
485 490 495 

gtc gtg cca act ggg agt cat ttc tac ttg aga gtg aag gta aaa gac 3212 
Val Val Pro Thr Gly Ser His Phe Tyr Leu Arg Val Lys Val Lys Asp 
500 505 510 

tct gga gca gga ata aat cct caa gac att cca aag att ttc act aaa 3260 
Ser Gly Ala Gly lie Asn Pro Gin Asp lie Pro Lys lie Phe Thr Lys 
515 520 525 

ttt get caa aca caa tct tta gcg acg aga age teg ggt ggt agt ggg 3308 
Phe Ala Gin Thr Gin Ser Leu Ala Thr Arg Ser Ser Gly Gly Ser Gly 
530 535 540 545 

ctt ggc etc gee ate tec aag agg ttt gtg aat ctg atg gag ggt aac 3356 
Leu Gly Leu Ala lie Ser Lys Arg Phe Val Asn Leu Met Glu Gly Asn 
550 555 560 

att tgg att gag age gat ggt ctt gga aaa gga tgc acg get ate ttt 3404 
He Trp He Glu Ser Asp Gly Leu Gly Lys Gly Cys Thr Ala He Phe 
565 570 575 

gat gtt aaa ctt ggg ate tea gaa cgt tea aac gaa tct aaa cag teg 3452 
Asp Val Lys Leu Gly He Ser Glu Arg Ser Asn Glu Ser Lys Gin Ser 
580 585 590 

ggc ata ccg aaa gtt cca gee att ccc cga cat tea aat ttc act gga 3500 
Gly He Pro Lys Val Pro Ala He Pro Arg His Ser Asn Phe Thr Gly 
595 600 605 

ctt aag gtt ctt gtc atg gat gag aac ggg gta agt aga atg gtg acg 3548 
Leu Lys Val Leu Val Met Asp Glu Asn Gly Val Ser Arg Met Val Thr 
610 615 620 625 

aag gga ctt ctt gta cac ctt ggg tgc gaa gtg acc acg gtg agt tea 3596 
Lys Gly Leu Leu Val His Leu Gly Cys Glu Val Thr Thr Val Ser Ser 
630 635 640 
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aac gag gag tgt etc cga gtt gtg tec cat gag cac aaa gtg gtc ttc 3644 

Asn Glu Glu Cys Leu Arg Val Val Ser His Glu His Lys Val Val Phe 
645 650 655 

atg gac gtg tgc atg ccc ggg gtc gaa aac tac caa ate get etc cgt 3692 

Met Asp Val Cys Met Pro Gly Val Glu Asn Tyr Gin lie Ala Leu Arg 
660 665 670 

att cac gag aaa ttc aca aaa caa cgc cac caa egg cca eta ctt gtg 3740 

lie His Glu Lys Phe Thr Lys Gin Arg His Gin Arg Pro Leu Leu Val 

675 ' 680 685 

gca etc agt ggt aac act gac aaa tec aca aaa gag aaa tgc atg age 3788 

Ala Leu Ser Gly Asn Thr Asp Lys Ser Thr Lys Glu Lys Cys Met Ser 

690 695 700 705 

ttt ggt eta gac ggt gtg ttg etc aaa ccc gta tea eta gac aac ata 3836 

Phe Gly Leu Asp Gly Val Leu Leu Lys Pro Val Ser Leu Asp Asn lie 
710 715 720 

aga gat gtt ctg tct gat ctt etc gag ccc egg gta ctg tac gag ggc 3884 

Arg Asp Val Leu Ser Asp Leu Leu Glu Pro Arg Val Leu Tyr Glu Gly 
725 730 735 

atg taa ggatccagct ttcgttcgta tcatcggttt egacaaegtt cgtcaagttc 3940 
Met 



aatgcatcag 


tttcattgcg 


cacacaccag 


aatcctactg 


agttcgagta 


ttatggcatt 


4000 


gggaaaactg 


tttttcttgt 


accatttgtt 


gtgcttgtaa 


tttactgtgt 


tttttattcg 


4060 


gttttegcta 


tcgaactgtg 


aaatggaaat 


ggatggagaa 


gagttaatga 


atgatatggt 


4120 


ccttttgttc 


attctcaaat 


taatattatt 


tgttttttct 


cttatttgtt 


gtgtgttgaa 


4180 


tttgaaatta 


taagagatat 


gcaaacattt 


tgttttgagt 


aaaaatgtgt 


caaatcgtgg 


4240 


cctctaatga 


ccgaagttaa 


tatgaggagt 


aaaacacttg 


tagttgtacc 


attatgetta 


4300 


ttcactaggc 


aacaaatata 


ttttcagacc 


tagaaaagct 


gcaaatgtta 


ctgaatacaa 


4360 


gtatgtcctc 


ttgtgtttta 


gacatttatg 


aactttcctt 


tatgtaattt 


tccagaatcc 


4420 


ttgtcagatt 


ctaatcattg 


ctttataatt 


atagttatac 


tcatggattt 


gtagttgagt 


4480 


atgaaaatat 


tttttaatgc 


attttatgac 


ttgccaattg 


attgacaaca 


tgeatcaate 


4540 


gacctgcagc 


cactcgaagc 


ggccgccact 


cgagtggaag 


ctagcttccc 


gatcctatct 


4600 


gtcacttcat 


caaaaggaca 


gtagaaaagg 


aaggtggcac 


tacaaatgee 


ateattgega 


4660 


taaaggaaag 


getategtte 


aagatgeetc 


tgccgacagt 


ggtcccaaag 


atggaccccc 


4720 


acccacgagg 


agcatcgtgg 


aaaaagaaga 


cgttccaacc 


aegtcttcaa 


agcaagtgga 


4780 
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ttgatgtgat 


acttccactg 


acgtaaggga 


tgacgcacaa 


tcccactatc 


cccttcctct 


atataaggaa 


gttcatttca 


tttggagagg 


acacgctgaa 


tctctctaca 


agatcgggga 


tctctagcta 


gacgatcgtt 


tcgcatgatt 


gattgcacgc 


aggttctccg 


gccgcttggg 


tggagaggct 


attcggctat 


aacagacaat 


cggctgctct 


gatgccgccg 


tgttccggct 


gtcagcgcag 


ttctttttgt 


caagaccgac 


ctgtccggtg 


ccctgaatga 


actgcaggac 


ggctatcgtg 


gctggccacg 


acgggcgttc 


cttgcgcagc 


tgtgctcgac 


aagcgggaag 


ggactggctg 


ctattgggcg 


aagtgccggg 


gcaggatctc 


accttgctcc 


tgccgagaaa 


gtatccatca 


tggctgatgc 


aatgcggcgg 


ttgatccggc 


tacctgccca 


ttcgaccacc 


aagcgaaaca 


tcgcatcgag 


ctcggatgga 


agccggtctt 


gtcgatcagg 


atgatctgga 


cgaagagcat 


cgccagccga 


actgttcgcc 


aggctcaagg 


cgcgcatgcc 


cgacggcgag 


tgacccatgg 


cgatgcctgc 


ttgccgaata 


tcatggtgga 


aaatggccgc 


tcatcgactg 


tggccggctg 


ggtgtggcgg 


accgctatca 


ggacatagcg 


gtgatattgc 


tgaagagctt 


ggcggcgaat 


gggctgaccg 


cttcctcgtg 


tcgccgctcc 


cgattcgcag 


cgcatcgcct 


tctatcgcct 


tcttgacgag 


cgggactctg 


gggttcgatc 


cccaattccc 


gatcgttcaa 


acatttggca 


ttaagattga 


atcctgttgc 


cggtcttgcg 


atgattatca 


tataatttct 


gttaagcatg 


taataattaa 


catgtaatgc 


atgacgttat 


ttatgagatg 


attagagtcc 


cgcaattata 


catttaatac 


gcgatagaaa 


acaaaatata 


taggataaat 


tatcgcgcgc 


ggtgtcatct 


atgttactag 


atcggggatc 


agtggtggcc 


gcatcgatcg 


tgaagtttct 


catctaagcc 


cccatttgga 


gacacgtcga 


aataaagatt 


tccgaattag 


aataatttgt 


ttattgcttt 


tacgacggat 


cgtaatttgt 


cgttttatca 


aaatgtactt 


tcattttata 


ggacatctac 


atttttgaat 


tgaaaaaaaa 


ttggtaatta 


ctctttcttt 


tgaccatcat 


actcattgct 


gatccatgta 


gatttcccgg 


acatgaagcc 


gaatatatcc 


tgccgccgct 


gccgctttgc 


acccggtgga 


gcttgcatgt 


gcagaactga 


gccggttagg 


cagataattt 


ccattgagaa 


ctgagccatg 
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cttcgcaaga 4840 

atcaccagtc 4900 

gaacaagatg 4960 

gactgggcac 5020 

gggcgcccgg 5080 

gaggcagcgc 5140 

gttgtcactg 5200 

ctgtcatctc 5260 

ctgcatacgc 5320 

cgagcacgta 53 80 

caggggctcg 5440 

gatctcgtcg 5500 

ttttctggat 5560 

ttggctaccc 5620 

ctttacggta 5680 

ttcttctgag 5740 

ataaagtttc 5800 

gttgaattac 5860 

ggtttttatg 5920 

gcgcgcaaac 5980 

gggccactcg 6040 

cgtgaatgta 6100 

cgcctataaa 6160 

ataacgctgc 6220 

ttctccatat 6280 

atttacaatt 6340 

tggtttctac 6400 

tgcaccttcc 6460 



UF-325XC1 



nnnnaanann 


n+pnannna nn 
y ^ycty^yciLy 


finnr a a nnn a 
y y y L,aciuyy ct 


y uy a LLLaLa 


^nnnant" i~ +~ t~ 

LyyydLLLLL 


ppt- ann^ ^nn 
ll Layc l Lyy 




nt~nnr , at"t~'hi L ~ 


4- rronnt" na nn 

tyyyytydyy 


l~ Ly L LLyLyL 


9999 c 9 cca 9 


ct 999999 at 


999 a 99 ccc 9 


D jOU 




a nnn +- t" prra rr 

dyy y l LLy dy 


aa 9999999 c 


dLLL-LLL-LLL. 


nn nnt~ nnnnn 

ggcgcgcgcg 


n+p na /-< n ^ n n 

yLL.dLyLyLL. 


D D*i U 




c~> fi \- nn t - a a a 
LL-LyyLLddd 


a a n a a nn 4-4-4- 
datddyy L L L 


dLdddLdL Ly 


n+"t-+-aaaa nn 
y LLLddddy L 


annt'fpaaaan 
dyy L Lddddy 


0 / uu 


3 n a nn i" +" -3 n n 

acaggLLdyL 


yy tggccg a a 


aaaegggegg 


dddCCCLLgC 


n -a a /— r /-t 4— /^n 

aaacy cLgga 


hhM-pt-nppf 

LLLLCLgCCL 


O / D U 


gLggdcagcL. 


cc Lcaaa Ly l 


n ?a ^ 4- -a /-^r /— r 4— /"en 

caa Ldyg cgc 


gCCCCLCdLC 


4~ /— 1 4— n ?a 4- n n 4- 

CytCaCCaCC 


n 4- n n n n 4~ n ^ 

CCyCCCCCCd 


bozU 


agty t Lddyy 


a 4- r*r\r*nc+ n n n 
dLLycy LL.L.L 


4- /-» 2 h h /— r 4- /—1 -3 

LL.dLL.Lg LCd 


nt - a n+- p^n^nn 

g tag LLy Ly l 


nnnf-naant-n 
CCC LCddy Ly 


+-naat-annnn 
LCddLdCCyC 


O O £3 U 


dygyLdc tea 


4— <— i /-^ /-i -j nn n 4- 

Lccccayyc l 


4- n 4-nnan^4-n 

ty LCCdCclLC 


at"rth /-t4— /Tnn 3 

dLC ugcgggd 


aacLcgcgLa 


!a 3 ^ 4- n ^ n/~rn/-r 

daaLcaggcg 




ill LLy OLy d 


4; — - 4 — 4~~ nnn a nn n 

l l Ly Ly dyy l 


4- /-rn^n /— * a /—» /— < 4— /-» 

Lyy LLdy l ll 


n a n 4— n/-r n pn 

Ldty tcytLy 


/— t /— t n/-r a a a ♦/* n n 

yLLydddLLy 


a nn n 4— n n n n 
dy L.L LyLLUt 


■7 n n 0 
/ u u V 


4- /-i 3 t" r 1 i" n +- j'-* a 
LLaLLLy LLa 


a nnp< ri ri r* n 

dcyLLyLyLC 


nnn 4— n a n+- n n 

999^9 a 9 cc 9 


nnnnnt* na an 

ycccctcddy 


4- /«rf- n a a nnt - n 
LgLCddL.yLL. 


nnnnnn+-na+- 

L.y CLLL. LCdL 


/ uou 


LLy LLay Lya 


y y y LLddy l l 


LLCLyty uyy 


h afppapaap 
LdLLLdL-ddL. 


y LL-yy Ly y l-l 


nnnnnnnni~n 

ggccgcggug 


719 0 


4- /~> i~ n c a p* a n 
LLyLaLaL 


/— i 4- 4- n /-» 3 n/-r 

yyLLLLydLy 


yL.yLLLL.Lyy 


nnn 4^ 4- 4— nn a 
LyL.yLLLyLd 


n/^f nn n a i - a f-ra 

yyy y 


nn/-rn n<"T nna n 1 

LyyL.LyLL.dy 


71 on 

/ lOU 


l l. l dy Ly y c,y 


dyyyCddLLd 


ei r* r~> r~i r~f i~ nan 

gecegy Ly dy 


nn+- p<nna a a n 

eg Lcggdddg 


nn+- nna nna 

ggLcgdLcgd 


n nna 1- nn n n 4~ 

LCgdLgCCCL 


"7 9 ZL n 
/ Z ft u 


Lya.y3.yC Cll 


caacccagcc 


age lcc L lcc 


99tgggcgcg 


gggcacgacc 


aLcgLcgccg 


/ jUU 


/-i — * /-i 4— 4— ^> 4— — » ^ 

CaCtLaCyaC 


•|-rT+-/-»4-4- i ^i4-4-4- 

Lguc l lcl cc 


aLCdLgcaac 


LcgLaggaca 


gg cgccggca 


gege lc eggg 


/ jDU 


tcatttt egg 


cgaggaccgc 


t ttcgctgga 


gegegacgat 


gateggectg 


teget tgegg 


/4 z L» 


4- n/~*n n n 4— n/—r 

LclCyCCCCCy 


n 4- n /— » 4— 4- 

c Lcaagcc l L 


cgt cac tggt 


cccgccacca 


aacgc l uegg 


cgagaagcag 


/ 4 0 U 


yccaL La. teg 


n n/-rnn —1 4- /«inn 

ceggea uggc 


ggccgacgcg 


c eggge Lacg 


cCuLyCC ggc 


gt, Lcgcgacg 


1 D4 U 


f~\ f~r -> |-TH /~i 4- nn a 

cyaggcLyya 


4- nn r~< /*■« 4- 4- /—1 /-» r~i 

LgyccLLCCC 


ca L uaLgaL l 


4— 4— /^i 4— /-i/~t*t 4— 4— 
CLLCLCgCLL 


n n/-r/-Tn/-»/^n fa 4— 

ccyycggca l 


nn/~»n 4— n n n n 

eggga cyccc 


/ D u u 


yuy LLyLayy 


L>LdLyL>Ly LL 


n a /~tf*t f* a nn i - a 

Ldyy L.dyy La 


n a 4— n a z -1 n an/-' 
ydLydLydL.L 


a ^ n a /— r ^— r/— r 3 n a 
dLL.dyyy dL.d 


n^ n #p #p n a a n/-r a 
y LL LLddy yd 


/DDL' 


4- n n /-» 4- nn nnn 

LLyLLLyLyy 


r* ♦* r*f" t~ a n n a n 
L- LL L LdLLdy 


LLLddLLLLy 


afpapf nn a n 
dLLdLLyydL 


n pt n ■f - n a fr nntp 
L.yL.LydLLyL 


LdL.yyLydLL 


777H 
/ / Z L* 


La uy LLy L.L l 


rTinrnanra n 

yyyy 


dLyyddL.yyy 


t"hnnpa 4- nn a 

l LyyLdLyyd 


4- 4- /t 4- -3 r*tn (~T*i f 

LLy Ldyy Ly l. 


nnnnnt~a^an 
Ly LL L Ld LdL- 


77R0 


cttgtctgcc 


tccccgcgtt 


gcgtcgcggt 


geatggagee 


gggccacctc 


gacctgaatg 


7840 


gaagccggcg 


gcacctcgct 


aaeggattea 


ccactccaag 


aattggagcc 


aatcaattct 


7900 


tgeggagaac 


tgtgaatgcg 


caaaccaacc 


cttggcagaa 


catatccatc 


gcgtccgcca 


7960 


tctccagcag 


ccgcacgcgg 


cgcatctcgg 


gcagcgttgg 


gtcctggcca 


egggtgegea 


8020 


tgatcgtgct 


cctgtcgttg 


aggacccggc 


taggctggcg 


gggttgcctt 


actggttagc 


8080 
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agaatgaatc 


accgatacgc 


gagcgaacgt 


gaagcgactg 


ctgctgcaaa 


cctgagcaac 


aacatgaatg 


gtcttcggtt 


tccgtgtttc 


gtaaagtctg 


agtcagcgcc 


ctgcaccatt 


atgttccgga 


tctgcatcgc 


aggatgctgc 


gtggaacacc 


tacatctgta 


ttaacgaagc 


gctggcattg 


accctgagtg 


ggtcccgccg 


catccatacc 


gccagttgtt 


taccctcaca 


acgttccagt 


gttcatcatc 


agtaacccgt 


atcgtgagca 


tcctctctcg 


tttcatcggt 


ccatgaacag 


aaattccccc 


ttacacggag 


gcatcaagtg 


accaaacagg 


ccttaacatg 


gcccgcttta 


tcagaagcca 


gacattaacg 


cttctggaga 


gctggacgcg 


gatgaacagg 


cagacatctg 


tgaatcgctt 


cacgaccacg 


ttaccgcagc 


tgcctcgcgc 


gtttcggtga 


tgacggtgaa 


aacctctgac 


cccggagacg 


gtcacagctt 


gtctgtaagc 


ggatgccggg 


agcagacaag 


cgcgtcagcg 


ggtgttggcg 


ggtgtcgggg 


cgcagccatg 


acccagtcac 


cggagtgtat 


actggcttaa 


ctatgcggca 


tcagagcaga 


ttgtactgag 


atgcggtgtg 


aaataccgca 


cagatgcgta 


aggagaaaat 


accgcatcag 


gcttcctcgc 


tcactgactc 


gctgcgctcg 


gtcgttcggc 


tgcggcgagc 


cactcaaagg 


cggtaatacg 


gttatccaca 


gaatcagggg 


ataacgcagg 


tgagcaaaag 


gccagcaaaa 


ggccaggaac 


cgtaaaaagg 


ccgcgttgct 


cataggctcc 


gcccccctga 


cgagcatcac 


aaaaatcgac 


gctcaagtca 


aacccgacag 


gactataaag 


ataccaggcg 


tttccccctg 


gaagctccct 


cctgttccga 


ccctgccgct 


taccggatac 


ctgtccgcct 


ttctcccttc 


gcgctttctc 


atagctcacg 


ctgtaggtat 


ctcagttcgg 


tgtaggtcgt 


ctgggctgtg 


tgcacgaacc 


ccccgttcag 


cccgaccgct 


gcgccttatc 


cgtcttgagt 


ccaacccggt 


aagacacgac 


ttatcgccac 


tggcagcagc 


aggattagca 


gagcgaggta 


tgtaggcggt 


gctacagagt 


tcttgaagtg 


tacggctaca 


ctagaaggac 


agtatttggt 


atctgcgctc 


tgctgaagcc 


ggaaaaagag 


ttggtagctc 


ttgatccggc 


aaacaaacca 


ccgctggtag 


tttgtttgca 


agcagcagat 


tacgcgcaga 


aaaaaaggat 


ctcaagaaga 


ttttctacgg 


ggtctgacgc 


tcagtggaac 


gaaaactcac 


gttaagggat 
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acgtctgcga 8140 

gaaacgcgga 8200 

tggctaccct 8260 

atttttctct 8320 

aaccgggcat 8380 

atcattaccc 8440 

aaaaaaccgc 8500 

aactcaacga 8560 

ctgatgagct 8620 

acatgcagct 8680 

cccgtcaggg 874 0 

gtagcgatag 88 00 

agtgcaccat 8860 

gcgctcttcc 8920 

ggtatcagct 8980 

aaagaacatg 9040 

ggcgtttttc 9100 

gaggtggcga 9160 

cgtgcgctct 9220 

gggaagcgtg 92 80 

tcgctccaag 9340 

cggtaactat 9400 

cactggtaac 9460 

gtggcctaac 9520 

agttaccttc 9580 

cggtggtttt 9640 

tcctttgatc 9700 

tttggtcatg 9760 
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agattatcaa aaaggatctt cacctagatc cttttaaatt aaaaatgaag ttttaaatca 9820 

atctaaagta tatatgagta aacttggtct gacagttacc aatgcttaat cagtgaggca 9880 

cctatctcag cgatctgtct atttcgttca tccatagttg cctgactccc cgtcgtgtag 9940 

ataactacga tacgggaggg cttaccatct ggccccagtg ctgcaatgat accgcgagac 10000 

ccacgctcac cggctccaga tttatcagca ataaaccagc cagccggaag ggccgagcgc 10060 

agaagtggtc ctgcaacttt atccgcctcc atccagtcta ttaattgttg ccgggaagct 10120 

agagtaagta gttcgccagt taatagtttg cgcaacgttg ttgccattgc tgcaggtcgg 10180 

gagcacagga tgacgcctaa caattcattc aagccgacac cgcttcgcgg cgcggcttaa 1024 0 

ttcaggagtt aaacatcatg agggaagcgg tgatcgccga agtatcgact caactatcag 103 00 

aggtagttgg cgtcatcgag cgccatctcg aaccgacgtt gctggccgta catttgtacg 10360 

gctccgcagt ggatggcggc ctgaagccac acagtgatat tgatttgctg gttacggtga 10420 

ccgtaaggct tgatgaaaca acgcggcgag ctttgatcaa cgaccttttg gaaacttcgg 10480 

cttcccctgg agagagcgag attctccgcg ctgtagaagt caccattgtt gtgcacgacg 10540 

acatcattcc gtggcgttat ccagctaagc gcgaactgca atttggagaa tggcagcgca 10600 

atgacattct tgcaggtatc ttcgagccag ccacgatcga cattgatctg gctatcttgc 10660 

tgacaaaagc aagagaacat agcgttgcct tggtaggtcc agcggcggag gaactctttg 1072 0 

atccggttcc tgaacaggat ctatttgagg cgctaaatga aaccttaacg ctatggaact 10780 

cgccgcccga ctgggctggc gatgagcgaa atgtagtgct tacgttgtcc cgcatttggt 10840 

acagcgcagt aaccggcaaa atcgcgccga aggatgtcgc tgccgactgg gcaatggagc 10900 

gcctgccggc ccagtatcag cccgtcatac ttgaagctag gcaggcttat cttggacaag 10960 

aagatcgctt ggcctcgcgc gcagatcagt tggaagaatt tgttcactac gtgaaaggcg 1102 0 

agatcaccaa ggtagtcggc aaataatgtc taacaattcg ttcaagccga cgccgcttcg 11080 

cggcgcggct taactcaagc gttagatgct gcaggcatcg tggtgtcacg ctcgtcgttt 11140 

ggtatggctt cattcagctc cggttcccaa cgatcaaggc gagttacatg atcccccatg 11200 

ttgtgcaaaa aagcggttag ctccttcggt cctccgatcg aggatttttc ggcgctgcgc 11260 

tacgtccgck accgcgttga gggatcaagc cacagcagcc cactcgacct ctagccgacc 11320 

cagacgagcc aagggatctt tttggaatgc tgctccgtcg tcaggctttc cgacgtttgg 11380 
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gtggttgaac agaagtcatt atcgtacgga atgccaagca ctcccgaggg gaaccctgtg 11440 
gttggcatgc acatacaaat ggacgaacgg ataaaccttt tcacgccctt ttaaatatcc 11500 
gttattctaa taaacgctct tttctcttag gtttacccgc caatatatcc tgtcaaacac 11560 



tgatagttta aactgaaggc gggaaacgac aatctgatcc ccatca 



11606 



<210> 10 

<211> 2458 

<212> DNA 

<213> Lycopersicon esculentum 

<400> 10 



ggcacgagct 


gagttccagt 


tgaaccacag 


tit ttgcaacg 


acataaaaaa 


agtgatct tx 


60 


ttgaggct ca 


cgcaac u uga 


tcaatt tcaa 


ttagatt ctg 


atctgaatat 


tggattttgg 


12 0 


gtattagctg 


cttaatcctg 


tggaagttgc 


aagtagcttc 


acctttttca 


tcctgtggaa 


180 


gatgatgatg 


tttgaggaaa 


+- ______ +_ 

uggggt cctg 


tggggatctt 


gatttcttcc 


ctgctccgct 


24 0 


gaaggaagtg 


gaagtgtctg 


ctccgcagag 


tcagactgag 


ccggat tctg 


tggtggatga 


3 00 


tgattatagt 


g^tgaggagg 


agat tgaagt 


ggatgagctg 


gagaggagga 


tgtggaggga 


o c r\ 

3 60 


caagatgaag 


ttgaaaaggc 


tgaaagaaat 


gagtaaaagt 


aaggaaggtg 


ttgatcctgc 


420 


aaaacaacgt 


cagtcgcagg 


agcaggcgag 


gaggaagaag 


atgtcaaggg 


cacaggatgg 


480 


gatcttgaag 


tacatgctga 


aaatgatgga 


agtatgtaaa 


gctcaggggt 


ttgtttatgg 


540 


gatcattccg 


gaaaaaggca 


agccagttag 


tggggcatct 


gataatctta 


gggagtggtg 


600 


gaaggataag 


gtgaggttcg 


atcgaaatgg 


tcctgcagca 


atagccaaat 


accaagctga 


660 


tcatgccatc 


cctggcatga 


acgaggggtc 


taatccagtt 


ggtcctaccc 


ctcacacctt 


720 


gcaggagctg 


caagatacca 


cccttggttc 


gttattatca 


gctttgatgc 


agcactgtga 


780 


tcctcctcag 


agaagatttc 


cattggagaa 


aggtgttcca 


ccaccatggt 


ggcccacagg 


840 


aaaggaggat 


tggtggcctc 


aattgggttt 


gcagaaggac 


caaggttctc 


taccttacaa 


900 


gaagcctcat 


gatctgaaga 


aggcgtggaa 


ggttggtgtc 


ctaacagcgg 


tgatcaagca 


960 


catgttccct 


gatattgcta 


aaatccgcaa 


gctggtaagg 


cagtcaaagt 


gcttacagga 


1020 


caagatgaca 


gccaaggaaa 


gtgcaacttg 


gcttgccatc 


atcagtcagg 


aggaagcttt 


1080 


ggctcgagaa 


ctctatcccg 


atcgctgtcc 


acctttgtcc 


tcagctggtg 


ttagtggaaa 


1140 


tttcatgttg 


aacgacagca 


gtgagtatga 


tgttgaaggt 


gctcaagatg 


agcctaactt 


1200 
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tgatgttcat 


gagcaaaaac 


caaaccatct 


caatctgttg 


aacatcagtg 


ctgagagatt 


1260 


caaggagacg 


atgcctcttc 


agcaacaatc 


tcatccaaac 


aaggatgaac 


tggtcacaaa 


1320 


cttagacttc 


agtctgaaga 


ggaagcaagc 


taatgaacct 


actgtgatga 


tggatcaaaa 


1380 


gatatacaca 


tgcgagtttc 


ttcaatgccc 


tcacaatgaa 


cttcgccatg 


gttttcagga 


1440 


cagatcttcc 


agagacaatc 


atcaatttgc 


ttgcctttac 


cgaagttcta 


cctgttttgg 


1500 


agtttcaaac 


tttcagatta 


atgaagtcaa 


gccagttgtg 


ttccctcaac 


aatatgtcca 


1560 


gccaaagtca 


tctgctctgc 


ctgttaatca 


aggtccacct 


tcctttgatc 


tatctggtat 


1620 


aggagttcct 


gaagatgggc 


aaaggatgat 


taatgagctt 


atgtcaatct 


atgatagtga 


1680 


tgtacaagga 


agcaaaaggc 


aaaatagggg 


gaacattgca 


ttgaccaaag 


agcagcctca 


1740 


tcaacaacct 


cgtgtccacc 


aggacaacta 


cctgctcagc 


caagggataa 


tggacggaaa 


1800 


tatcttcaaa 


aacactaata 


tttccacaac 


tcagtctatg 


ctcccacaag 


tcgatccatt 


1860 


tgatcaatcc 


aaggctttca 


atgcaggctc 


caacgacaac 


ttccatttca 


tgtttgggtc 


1920 


tccattcaac 


atacaatcta 


ccaattataa 


cggaaatcta 


cctagcattg 


gatacgatac 


1980 


cacaccaaaa 


caagatgctc 


ctatttggta 


ctagccagcc 


agaagtctgt 


tgacatgttg 


2040 


tatatcaagt 


agtcagtttt 


ggcttcatag 


atatagcgat 


ttctcatggg 


taaaaagatc 


2100 


ccatgtactc 


gtctgctttt 


ttcattctgg 


tggatttttc 


atcgcctata 


gtcctcttag 


2160 


ttatggtgtt 


ttcagttacc 


atgtgttgta 


aaggttgaag 


aactaggcat 


ggtgtaaaca 


2220 


aacacccctc 


aaatacttgc 


caatgcttct 


cataggacat 


gtagatataa 


ataagttact 


2280 


tgtttcatca 


tggccagttt 


tatcagtctc 


tttaaaactg 


ttgaatttat 


aggctatggt 


2340 


taaggtcttt 


actccttgtt 


taatacttct 


tctcaagatt 


gtttgggata 


tcaatgttgt 


2400 


tattgttgcc 


atatcttata 


tgatgttttt 


ctttcattaa 


aaaaaaaaaa 


aaaaaaaa 


2458 


<210> 11 
<211> 2509 
<212> DNA 

<213> Lycopersicon esculentum 










<400> 11 
ggcacgagtc 


taccttctat 


attctgaagg 


gtcaattctt 


gaacaaaatt 


ttggaagcaa 


60 


aaagaagaaa 


cccctttgag 


gttgctggtt 


tttttcaaac 


caaaatttgg 


ctgccaagat 


120 


gatgatgttt 


gaagacattg 


ggttttgtgc 


tgatcttgat 


ttcttccctg 


ctccgctgaa 


180 
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ggaggcggaa 


acagtagctg 


ctgttccacc 


aattgtgccg 


gagccgatga 


tgatagtgat 


gaggagatcg 


atgtggatga 


gctggagaag 


aggatgtgga 


gaagctgaaa 


aggctgaaag 


aaatgagcaa 


gggcaaggaa 


ggtgttgatg 


acgccagtct 


caggagcaag 


ctaggaggaa 


gaagatgtcc 


agggctcaag 


gaagtacatg 


ttgaagatga 


tggaagtctg 


taaggctcag 


ggttttgttt 


cccggagaaa 


ggcaaaccgg 


tgactggggc 


atcggataat 


ctcagggagt 


taaagtgagg 


tttgatcgca 


atggacctgc 


tgcgatagca 


aagtaccaag 


catccctggc 


aagaacgagg 


gtgctaatcc 


gattggtcca 


acccctcata 


gcttcaagat 


accacccttg 


gttctctact 


gtcagcttta 


atgcaacatt 


tcagaggcga 


tttccattgg 


aaaaaggtgt 


atcacctcca 


tggtggccaa 


ggattggtgg 


cctcagttgg 


gactgccaaa 


tgatcaaggt 


cctccacctt 


tcatgatctg 


aagaaggctt 


ggaaggttgg 


tgtcctcaca 


gcggtgatca 


ccctgatatt 


gctaagatac 


gcaagctggt 


aaggcaatcg 


aagtgcttgc 


gacagcaaag 


gaaagtgcaa 


cttggcttgc 


catcatcaat 


caggaggaag 


cgaactttat 


cctgatcgct 


gtccaccttt 


gtcctcaggt 


ggtagtagtg 


tatgaacgac 


agcagtgagt 


atgatgttga 


aggtgctatt 


gatgacccta 


tcaagagcaa 


aaaccaaacc 


atctcagttt 


gctgaatgtc 


aatgttgaga 


gaagctgcct 


ctgctacagc 


agtctcagcc 


aatgaagggt 


gacatttttg 


tttcactcgc 


aagaggaagc 


cggctgatga 


cttgactttc 


ctgatggatc 


tacttgcgag 


tgtcttcatt 


gccctcatag 


tgagcttcgc 


aatggttttc 


cagcagagac 


aatcatcagc 


taacttgcct 


cttcaggaat 


acttctcaat 


aaactttcac 


atggaggagg 


tcaagccagt 


tgtcttccct 


caacagtatg 


gcgggcttcg 


cttccggtca 


acccagctcc 


accctccttt 


gatacatctg 


tcctgcagat 


gggcagaggg 


tgatcaatga 


gcttatgtca 


ttctatgaaa 


aggaaacaaa 


agttcaatgg 


cggggaactc 


tgtgatgtcc 


aaagagcagc 


acctagcatt 


caacagaaca 


attaccttca 


aagccaaggg 


aatgtgttgg 


ctttggggac 


accaacattt 


ctgctaacaa 


ctccatgttt 


gtgcagggtg 


tcagagcaag 


gttttaactt 


caccattcaa 


tgcaagctct 


actgatgatt 
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tggatgatga 240 

gggataagat 300 

ctgtcaaaca 360 

atgggatctt 420 

atggaattat 480 

ggtggaagga 54 0 

ctgacaatgc 600 

ccttgcagga 660 

gtgatcctcc 720 

atggacagga 780 

acaagaagcc 84 0 

agcacatctc 900 

aggataagat 960 

ttttggctcg 1020 

gaaccttcac 1080 

tctttgatgt 1140 

tgttcaagga 1200 

ccaacttaga 1260 

cgaagacata 1320 

cagacagatc 13 80 

ttgtagttcc 1440 

ctgagccaaa 1500 

gacttggggt 1560 

gtaatgtgca 1620 

ctcttcaaca 1680 

agggaagcat 174 0 

atcggtttga 1800 

tcaatttcat 1860 
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LLd L LLCiCil_Cl 


hnraatrrar 


hnahnirhrt" 
LydLLLL u 


naat*nt"rt"t*i" 
yaaLy LLLLL 


c Lyyydt lll 


1 QOf) 
JL ^ ^ w 


cn—ct Ly a uy ctL 


y Ly «l y ctay 


ctcty duyu^LL 


yy LLLyy LdL 


Lay caa Ly Ly 


fat~i~r3/^t~/~ , faafa 
dLLdLUCcicici 




u.yctct^ci ui_dci 


yLdyLyydLci 


LLdLddLdLd 


LLLLLddLLd 


yyLyyctLLLL 


dyLLLyCLLd 


£, U *± U 


Lay LLL LLciy 


L L Ly y ICLLL 


/^i 4- j^T +— +- «a />-i /-t 3 +- 

CuyL.LciL.CciL. 


y La.y l cy Lciy 


c^yyLLyyciyy 


dLCy LyCaLy 






ddyyyay Lay 


LddydyaLyL 


caugc Lgcug 


yLLdyddyyd 


dCLLdLdydL 


Z ± O U 


yLCLCCaaaL 


daygLLLayC 


fa /t +~ fa +~ *^ fa 

dy LCdy LLLa 


4^4^4-4-^af-rit-ra 

LLLLCdLdLa 


4~ /-"»+— /-1 4- -a I - fa fa /"» 

LgLCLciLclclC 


4— /*» 4~ — ^ 4~ ~ ^ 4~ ~> /T/T 

LCLdLaL agg 


0 0 0 n 


ttttagcttt 


atcccatagt 


caatcgttgg 


tttcggagat 


atttaaacgc 


ttttgtccct 


2280 


atatctggtt 


ctggaaatgt 


tacaaattac 


ctgcaggtgc 


agctgcaggt 


ctttttgtta 


2340 


tatgttatag 


tactatttgt 


catggtggtg 


gtgtaatata 


tacatatgtg 


ttggccaaag 


2400 


ctgtgtgata 


tgttgttagc 


atcctatata 


aggccatggc 


ttgacaataa 


aatgttatga 


2460 


tgtattttgg 


tatgtcctct 


tttcaccata 


aaaaaaaaaa 


aaaaaaaaa 




2509 



<210> 12 

<211> 2207 

<212> DNA 

<213> Lycopersicon esculentum 

<400> 12 



ggcacgagcc 


tctcttcttc 


ttactttcca 


atacacaaca 


aaagtgaaaa 


catcacttca 


60 


atacacctaa 


cattcttctc 


aaaccccttc 


tctttctctc 


ttttttcttt 


tttttttggt 


120 


tcaaaatcaa 


agtagtatag 


ccatagataa 


cagcttcaac 


aagctgtttt 


caagaaaatc 


180 


ataatttggt 


aaatggggat 


atttgaagat 


atggggttct 


ctggaaattt 


tgagtttcta 


240 


tctgattcta 


tgggatgtgg 


agctcaagaa 


gttgagcata 


agccggttgg 


gttggaggag 


300 


gatgattata 


gtgatgagga 


gatggatgtg 


gaagagctag 


a 9 a 99 a 99 at 


gtggagggat 


360 


cgaatgcttt 


tgaggcgtct 


caaagagaaa 


aacaagaata 


aagtggtggg 


ggatggtgcg 


420 


aagcagcgtc 


agtcgcagga 


gcaggctcgt 


agaaagaaga 


tgtcgcgtgc 


acaagatggt 


480 


atactgaagt 


acatgctgaa 


aatgatggag 


gtttgtaatg 


ctcagggttt 


tgtttatgga 


540 


attatccctg 


agaaagggaa 


gcctgtgact 


ggtgcttcgg 


acaatcttcg 


tgcttggtgg 


600 


aaggaaaagg 


tcagatttga 


tcgaaatggc 


cctgctgcta 


ttgctaagta 


tcaggctgat 


660 


aatcagattc 


ctgggagagt 


tgaggaatcg 


agtgtgatag 


tttccactcc 


ccacacttta 


720 


caggagctgc 


aggatacaac 


tctaggatcc 


cttttgtctg 


ctttgatgca gcactgtgat 


780 
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Sm» W W N^r V C*. ^ CI ^— j C4 


a a font" t~ t" rr 
yy Ly y l l lll 


at" t~ nna oa a o 
y l Lyyctyctciy 


oooo t~ ahrhr 
yyyy lcillll 


LctLLL Lyy Ly 


n/~ , np~ , t~nt~nn4 - 
y l ll ll Lyy l 


O *± \J 




yy ^yyyy LLa 


ot~ t~ ooot" rhn 
yLLyyy Lccy 


rraaahnahr 

L L Cl Ct Ct Lyct LL 


aagttcaacc 


tccatacaag 






a. l l uyaayaa 


oo ppt" oo a a o 
yyL.L Ly y ctcty 


nh h oo t~ nhhr 
yLLyyLyLLL 


tgacggcggt 


aatcaaacac 




aLU LL LLLLy 


a f- t~ n n h" a a 
ctL ct L Ly L Lctct 


n o +- t" nnn a 3 /t 

y ct l Ltycddy 


4— 4-- /-» 4— 4— a 

LLLyLCLyaC 


agtcaaagtg 


ettgeaggat 


L U ^ U 


CI. Ct y Ct LMuL uM 


pfaa nna nan 
l Lctctyyctyciy 


LyLLciLLLyy 


LLLyLLdLLd 


tcaatcaaga 


agaggctttg 


i nan 

1UOU 


n n t~ not - a a nf 


Ly LdLLLLyd 


LdLjL LdLLLd 


n a nnna t~ n 4- « 

Ldggyd ll lc 


tagctgttgg taatggttcc 


i i a n 
1 ±*fc U 


LLLLLLatLa 


y Ly ct Ly l l cty 


pnat*i*apprat" 
Ly dL LdLydL 


n t~ nna a nna n 

y Lyy ddyy dy 


tggataacga gagaaacaat 


i on a 


y day Ly y ctct l 


n^aaann/'-'na 
y LctctctLLLLct 


tTrapahpaat* 
LydLdLLddL 


LtLLdddLLLj 


gaattatgtt 


acctaaagat 


JlzDU 


s nnnf 1~ t~ t~ oa 
ciyyy l ll uya 


t*or , r*'aoo'f~ t~ t~ 
Ly l l cty y lll 


a no t~ n n a n \~ n 

dy LLLLdy Ly 


a a a nn a n a a a 
dddyydyddd 


ttattgattt 


aacttccgat 


X J z u 


t~t~t*;3hor , ana 
i— l Lat^L-ciya 


ana no 3 a no a 
ctyctyyctctyyct 


aprafnhM"f 

ClLLCtLyLLLL 


y dy y dy ll Ly 


ttgatcaaaa 


gatatatact 


i ■jpn 


1"a1"Cfaat" arr 
tyay l l 


L LLCIL LyLLL 


aharanraah 

Ct L CtLCty LCtCt L 


1~a t~naannt~n 
L. ct l Let cty L Ly 


gattccttga 


caggacttca 




Cty udaUuCiL. L 


annaaa+rnan 
ctL Let ctct L.y cty 


4- \- ("it - pp2 h t" p 
LLyLLLdLLL 


pppffpaaff 
Lyy LLLddLL 


ctgctcaaac 


acttactaca 


IjUU 


LL Lddy LaLL 


ana^naant" a 
dyd LLddL La 


4— f-r -~\ r~T f-* a n a a n 
Ly dy CdCddC 


a /"« ^ /-*r+~ 4- 4— 4— /~i 

dCdy LLLLLC 


ctgcacaaac 


tgeaacttet 


t c ^ r\ 


ddyLLdy cyy 


LLLLyLCayL 


cac cgc l lcc 


CCLLCydLyd 


gtgcctcggg gcttggactc 


i c o n 


ll LyadyciLy 


at*nananna+~ 

dLLciyciyy cil 


CdLLLC LydC 


c Lcacaaca l 


catacgacaa 


caactttcag 


IboU 


n a a a a t - nn 4— a 

Laddd Lyy La 


nn a +~ n n +*■ 4~ n 
yLdLLLyLLC 


cy y dd L L LC L 


gagat lc Lag 


taaaccaaag 


cctgcctcag 


1 / 4 U 


naanaoa^an 
C d a. L ci d d C a. y 


4~~ 4~~ ~~\ ^ 4-* 4-- /~% 

l ugaac l lcc 


caLggauggc 


aacaLcaacc 


taggacatat 


ggagacctca 


"1 O ft. ft 


rrpf raanaaa 
y Ltadyddd 


n n a nn a 4- c* /-i fi 
LLdyLdLgCC 


Ly LLLdLCy L 


LcaacagagL 


ttcaatatga 


teaatgeaaa 


loo U 


auyuLLLLLy 


a.LyLLL.LLLL 


ft nn 1 1~ nna a a n 

Ly y LyydddL 


a*raaai~na't~a 
dLdddLydLd 


taactgatta 


cagatteggt 


1 Qftft 

i y z u 


tccccgttca 


acttgggagg 


aagcgactac 


gccgtggaac 


agctgacaaa 


gcaggatata 


1980 


tctacatggt 


acctctgaac 


tagtactagt 


attaaactgt 


cttatttcct 


atatgaaggc 


2040 


ttgataggtt 


gtatatgttt 


agataagtga 


tcaactctct 


gtcctttata 


tatacaggta 


2100 


ttgtagtttc 


tttgtgatgt 


agttgatgtt 


tccatggttg 


taagtgctaa 


acacaataat 


2160 


tatctttatg 


caattatgtt 


ttaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 




2207 



<210> 13 

<211> 4758 

<212> DNA 

<213> Arabidopsis thaliana 
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<400> 13 

cttttctctc tctatctcta 
cgtttctctc tctctcactg 
cgaaggtctg aagctgattt 
agtctatgtt ctgctcttgg 
gaatgttgta tgatctctct 
taacatctgg ttactagagg 
ttgtataaca agtaagcgtt 
attcgttgtt gtgtgttagc 
tcaaatctgt gaattttact 
ttgaatccta ctctgagtaa 
gaatgtgaga cctcagctag 
tttggtttct gtcggatata 
tcgtttcggg tatgacttgg 
ccaatatgtt gcagctcgca 
tgaagaatat gacaagtgga 
tctgctcgac cttaccatgg 
ggagttatcc actggagtgt 
ctctttcctt gaaaatggta 
acttctctat gtatctggcg 
agtgttaact cggttaaatg 
catcgtccct cacaattttt 
tgatgtcgac aagagcagct 
cggactgtca cttgtaaatt 
tggccttgtg gtactgactt 
tccgctcatt ccagtggtct 
agcttgggct ttcggtggag 
ttggcttcat cgtgctacaa 



38 



l l i— l i_ l y uciy 


l. l LyaLaciyci 


ay La L- l 


Ly l Layy LLd 


LyctctLyyLLL 


yydydtdLCC 


ttgcccty uc 


a /"r/r/r » 4~~ 4~ 4— 

ayyyc l lcc l 


CCLLgaayCa 


gcaaa uaaga 


aaaCCLCdyC 


4- =s 4-4--s4-4--a ^/-f 

ca l uaccagg 


ayay uygc l u 


Ly LLLyCCLC 


ll tyy aggg a 


a l caga l l l c 


^ 3 /"< 4~ ft a rifi r> 
CaaCtydyyL- 


4-4-4-4- arf hrraa 

l Lt Lay Lyaa 


LUaLaLLaLt 


dy dLdy dU L L 


yyL.LUciL.CL.ci 


yagaaLgguL 


4- 4— /-t -3 4- r* r* c* etc* 

l LyaLLLLyy 


ydddcyggLL 


LygLddULaC 


4— 4~~ 4— 4— "4— 4- /-i 
LCLgCLLLLC 


caagegu ugu 


gac ugguaaa 


cgcgcdLy ll 


c cegggea l l 


t tgtgggagt 


tgegcatgea 


tt ttggccgc 


catggatgcg 


uggcaaa uac 


agtiacccac l 


tc l tgc ugag 


Lcagcc ugag 


ydydydgcyc 


a l Lcgcac Ly 


dLdLLLdL LL 


LLdLLLtyLL 


4- /-» 4- /-t 4- (~> —\ ana 

cy cy LLdciyci 


/-i -a 4- 4- 4— r~t 4- 4- /-i 
LCdLttLJLLC 


atgtattgat 


gaatgeagea 


ttcacgatgc 


cttgtcacta 


ttttgatget 


cttgttcttc 


aggtegtect 


gcatgacttc 


tcagaattct 


tgcagttgct 



y LILLLLULL 


L L Lyciciya. LC 


dLLCycydLC 


a 4- *"*r ^4— 4—4- 

dLygCydLtt 


y l ciy l y y l l ci 


a d r* a +- a 4- **~f /-t a 

ciy ca. Lei cyya 


/— • 4~ 4~ 4^ ^r^r f?» /—i 

cca l l uggac 


caac L cage l 


agaaggee eg 


gt cct taact 


taaagaaaga 


c tgtacagag 


gg uga uagaa 


gaaccgac tg 


gcgagggaag 


gtgttt taga 


CCdCydCLyL 


agagccgacc 


aggatggaag 


z^-i 4— /-r 3 a a f" f" i^T 4~~ 

CLydadLLyL 


cc ugc lc Lac 


^ ^ 4~ /^i /-i ^ 

ttcctgtcct 


gcaaat at eg 


aaggaggtgc 


adLLLLgccg 


ccatcttatg 


cact tggctc 


agate tgcaa 


caggeggagt 


tctcagcaat 


cttaacc t t t 


tgtttggggt 


l ttt tat LLC 


ctgttttcgc 


tact ctgcag 


gectggtatt 


at cccac t c t 


ctatgaatgg 


a uggg l c etc 


ttggcgcaag 


yyyga.cicig lo. 


CdLCLtCgtC 


yccdtCLLty 


/~r4- /-»4— 4- 4— a 

g eg lc L t.cag 


gctaatgtgt 


ttcacagtac 


atggagcagg 


tatttatgag 


tctagtcaaa 


ttaccgcact 


ctgaagatag 


aaatacccgc 


cctgcgcttt 


attgtgtatg 



UF-325XC1 

60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
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gacatctggt 


gcagacggaa 


tataccagtt 


acttatattc 


acccaggtct 


tggtggcaat 


1680 


gatgcttcct 


tgctcggtaa 


taccgctttt 


ccgcattgct 


tcgtcgagac 


aaatcatggg 


1740 


tgtccataaa 


atccctcagg 


ttggcgagtt 


cctcgcactt 


acaacgtttt 


tgggatttct 


1800 


ggggttgaat 


gttgtttttg 


ttgttgagat 


ggtatttggg 


agcagtgact 


gggctggtgg 


1860 


tttgagatgg 


aataccgtga 


tgggcacctc 


gattcagtac 


accactctgc 


ttgtatcgtc 


1920 


atgtgcatcc 


ttatgcctga 


tactctggct 


ggcagccacg 


ccgctgaaat 


ctgcgagtaa 


1980 


cagagcggaa 


gctcaaatat 


ggaacatgga 


tgctcaaaat 


gctttatctt 


atccatctgt 


2040 


tcaagaagag 


gaaattgaaa 


gaacagaaac 


aaggaggaac 


gaagacgaat 


caatagtgcg 


2100 


gttggaaagc 


agggtaaagg 


atcagttgga 


tactacgtct 


gttactagct 


cggtctatga 


2160 


tttgccagag 


aacattctaa 


tgacggatca 


agaaatccgt 


tcgagccctc 


cagaggaaag 


2220 


agagttggat 


gtaaagtact 


ctacctctca 


agttagtagt 


cttaaggaag 


actctgatgt 


2280 


aaaggaacag 


tctgtattgc 


agtcaacagt 


ggttaatgag 


gtcagtgata 


aggatctgat 


2340 


tgttgaaaca 


aagatggcga 


aaattgaacc 


aatgagtcct 


gtggagaaga 


ttgttagcat 


2400 


ggagaataac 


agcaagttta 


ttgaaaagga 


tgttgaaggg 


gtttcatggg 


aaacagaaga 


2460 


agctaccaaa 


gctgctccta 


caagcaactt 


tactgtcgga 


tctgatggtc 


ctccttcatt 


2520 


ccgcagctta 


agtggggaag 


ggggaagtgg 


gactggaagc 


ctttcacggt 


tgcaaggttt 


2580 


gggacgtgct 


gcccggagac 


acttatctgc 


gatccttgat 


gaattttggg 


gacatttata . 


2640 


tgattttcat 


gggcaattgg 


ttgctgaagc 


cagggcaaag 


aaactagatc 


agctgtttgg 


2700 


cactgatcaa 


aagtcagcct 


cttctatgaa 


agcagattcg 


tttggaaaag 


acattagcag 


2760 


tggatattgc 


atgtcaccaa 


ctgcgaaggg 


aatggattca 


cagatgactt 


caagtttata 


2820 


tgattcactg 


aagcagcaga 


ggacaccggg 


aagtatcgat 


tcgttgtatg 


gattacaaag 


2880 


aggttcgtca 


ccgtcaccgt 


tggtcaaccg 


tatgcagatg 


ttgggtgcat 


atggtaacac 


2940 


cactaataat 


aataatgctt 


acgaattgag 


tgagagaaga 


tactctagcc 


tgcgtgctcc 


3000 


atcatcttca 


gagggttggg 


aacaccaaca 


accagctaca 


gttcacggat 


accagatgaa 


3060 


gtcatatgta 


gacaatttgg 


caaaagaaag 


gcttgaagcc 


ttacaatccc 


gtggagagat 


3120 


cccgacatcg 


agatctatgg 


cgcttggtac 


attgagctat 


acacagcaac 


ttgctttagc 


3180 


cttgaaacag 


aagtcccaga 


atggtctaac 


ccctggacca 


gctcctgggt 


ttgagaattt 


3240 


tgctgggtct 


agaagcatat 


cgcgacaatc 


tgaaagatct 


tattacggtg 


ttccatcttc 


3300 
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t* ciar* a a 1~ ^ h f~ 

U y y ^ Cl Cl LaL 


y a. Lcn»- y i— L-y 


y^yv^d.yi_cLy l, 


ay L^^aa uy ay 


aaaaaacaca 


nh a n /~> a 4- ftf* f* 

y Cay cdcy cc 


7 ^ n 


aydLaUL Ltd 


fin s t~ t~ f*r 4r /-* 4- a 

yy a c cy cc ca 


cycccyca ay 


yaacacycac 


LLaCCaaaCa 


— \ — * ft ~* fw 4— ft ft 

acaagagugg 


"3 a 0 n 




ccy ccaay cy 


ft "!3 ft ft n ft ft O iT/"! 

y «-y y ayy ayy 


gca cgy eg eg 


ccccacggcc 


ggc caagcaa 


J 4 O U 


^ **\ ^ 4~ ^ 4~ /-<• 

cgaaLCdCcg 


ccacacccca 


att tggggtc 


acgggtggga 


gtaccctcga 


cttatgatga 




^ 4- 4— 4— /~i 4- ^ ^ 


ccaagaggag 


get acagaga 


tgcctacagt 


ttgecacaga 


gtgeaacaac 


i ^ n ^ 


agggaccgga 


4- r~i ft ft 4- 4- 4- ft ft +~ 

ccgccccggc 


ccagacagcc 


ccccgagcag 


4* 4— /t/T +— 4* — fc yv 

cccggcgcag 


eggagaggaa 


~) e. c r\ 


4- ft ft 4- +— 4» ^ 

Lyy LyCUy l t 


ggcgaggagc 


ccaggaacag 


atcgaatccg 


at caatatag 


acaacaacgc 


372 0 


tLCLtCCddC 


gccgacg cay 


aggc t aagct 


cc c c cage eg 


t t c aggc act 


gtat t c taaa 


0 'i 0 n 
j / oU 


yCttdtCdda 


cccgaaggac 


ccgagcggc c 


gt t tggacaa 


agegatggag 


ttgatgaaga 


*3 O /l A 

Jo4U 




f* ft ft ft 4~ ^ ft ft i- ft 

cygy cay ccy 


cacgagagaa 


gcccacccac 


gaagc cgaag 


c t cgagaaat 


annn 


aaciccayy cy 


yyccdcdcyy 


yyyd.ycca.ee 


aaccccaccy 


ft 4 _ 4~/~i/^4-^^/^4 _ 

ycccccaacc 


y cyyayacyy 




4— 4— ft f ft 4~ 4~ ft ft 

ttycyLC cy y 


^ ft ^ ft ft 4~~ /-» ~x +— 4— 

ay ay c cy a c c 


cyaccy cyay 


z*^ 4* 4~ 4™ ft ft ^ 4~ 4~ 

ccccggagcc. 


tggtgcatt c 


accgtgt cct 


/I f\ O A 


cyacccyccc 


/—I 4"" /-* — 1 4— ft ft /—T ^ 

cccacyyaya 


y ccygcccya 


y— 1 +• ^ y*r y^r 

gec ccgggga 


*-\ ^ ^ y*^ <-* y-^ ^ 4~ 

aagcacaccc 


aegtte tcaa 


/i n q a 
4 U 0 U 


CCyCCLdCdg 


ggagtgattg 


ateeggegt t 


ctcaaagctg 


cggacaccaa 


tgacaccgtg 


414 0 


cccccgcc e c 


cagaccccag 


cgagc caeca 


gagagegagt 


ccgacttcag 


etaaeggaat 


/I O A A 

4z 00 


gtta.cct.ccg 


gctgcaaaac 


eggctaaagg 


caaatgeaca 


accgcagtca 


cacttcttga 


4260 


tCtddtCddd 


gacgttgaaa 


tggcaatct c 


ttgtagaaaa 


ggccgaaccg 


gtacagctgc 


432 0 


^ggtgatgtg 


gctttcccaa 


a 9999 aaa 9 a 


gaatttggct 


4- t-t i~t 4- 4-4-4- — , 

tcggttttga 


ageggtataa 


4380 


acgtcggtta 


tcgaataaac 


cagtaggtat 


gaatcaggat 


ggacccggtt 


caagaaaaaa 


4440 


cgtgactgcg 


tacggatcat 


t 999 tt 9 aa 9 


aagaagaaca 


ttgtgagaaa 


tctcatgatc 


4500 


aaagtgacgt 


cgagagggaa 


gecgaagaat 


caaaactctc 


gcttttgatt 


gctcctctgc 


4560 


ttcgttaatt 


gtgtattaag 


aaaagaagaa 


aaaaaatgga 


tttttgttgc 


ttcagaattt 


4620 


ttcgctcttt 


ttttcttaat 


ttggttgtaa 


tgttatgttt 


atatacatat 


atcatcatca 


4680 


taggaccata 


gctacaaacc 


gaatccggtt 


tgtgtaattc 


tatgeggaat 


cataaagaaa 


4740 


tcgtcggttt 


gaaatgtt 










4758 



<210> 14 
<211> 6022 
<212> DNA 
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<213> Arabidopsis thaliana 
<400> 14 



*^ /-T/-T 4- /~y ^ /-t 

aggcggcacg 


ayCaCCCdCd 


aCCLUCay aC 


/-i 4— 4— /-» ^ 4- ^ /-» 

c tacagacac 


aaacacycac 


gcacacgccc 


D u 


uccat.aL.aca 


aacaccccac 


acaaccgacc 


ccccgacccc 


4- 4- 4- 4- 3 f nhn 

cccccacccc 


tctctt ccga 


ion 


cggaaccgag 


/-i4-/-i4-4-4-/~i4-,-,4- 

cccccccccc 


/ _,4-4-4- / -, / -,4- < _,4-4- 

cccccccccc 


~,4-4-4-4_~4-,-,4-,-, 

cccccccccc 


cccaccccca 


ccccccgcag 


loU 


cttgataaga 


/-t4-4-4-/-^4-/~.4-,~i4- 

gtttctccct 


tttgaagatc 


cgtttctctc 


tctctcactg 


agactattgt 


24 0 


tgttaggt ca 


acttgcgatc 


atggcgattt 


cgaaggcgac 


4-4-^,4-4-4-,-,^^,—. 

cccccccaaa 


aaccccaacc 


1 r\r\ 


/ -,4- / _,4- / _ T 4_4-4_4_4_ 

ccc cgccccc 


ccccccaccc 


tgctgggggg 


ctttgtacgg 


acccccacgg 


/ - T 4-4-4-4-4- ( --4- -» 

gcccccgcag 


ibU 


cttt tccctc 


ggcttt tgcg 


caaatgagac 


4- 4- ~rr/-rl- 4- 

cccccgggcc 


4-4-4-4-4-4-^/-,-^^ 

ccccccccag 


+— 4_j_4— +__+__ — , 

ccccccacaa 


4 z U 


ccccaccagg 


cggaccgaac 


tcgtagttt c 


agccc agate 


4" 4~ 4" /^i r% 4— ^-t 

cccccccccc 


f- 4- O 3 4- 4- -3 4- O 4- 

cccaccaccc 


/I on 
4oU 


ggacccccca 


gacttggagc 


cccccgggac 


4" 4* 4* ^* 4* /^r 4* 

cgcccccggc 


^ 4* 4~ rt 4* 1^ 4* 

ccccgggccc 


4-/-W4-4-4-4 . — 4-4- 

cgccccaacc 


c a r\ 
r>4 U 


gcgagaccca 


agcccc cccc 


4-4_4_4-4-4-_.,- 1 4_~ 

ccccccacca 


ccgcacccgg 


4- 4-4-~4_ / -- J ~4-4- i ^ r 

cccgcggccg 


_ 4-4-4-4-4-4-4- 
accccccccc 


oUU 


cccccgaaga 


cccgaacgcg 


tagat catac 


gggatcc t tg 


,-,-3 4-4-4-4-4-/^4-4- 

cacccccgcc 


gccccccgcc 


C C f\ 

obU 


agcgttacga 


ctccctcagc 


ttcagtttag 


ttgaaatt tg 


4-^4-4-4-4-4-4-4-4- 
cacccccccc 


gagcttatct 


/ Z'J 


tcctctcgtt 


gctgcttcat 


actaagatca 


accattgatc 


cgcaacacta 


ctgtatctga 


7 80 


agattttcac 


cataaaaaaa 


aaattcaggt 


ctgaagctga 


J_ 4_4____ _ i_ _ _ _ 

ccccgaacgg 


cccggagaca 


84 0 


tccgtagtgg 


ttaagcatat 


ggaagtctat 


gctccgctcc 


i— -i-u 4— 4— _ I - LJ 4_ Jw 

tggtegctet 


gctagggccc 


900 


cctccatttg 


gaccaactta 


gccgaacgcc 


gtacgacccc 


cccccccgaa 


gcagcaaata 


A/- A 

960 


agaagaaggt 


ccggccccca 


acttaacatc 


cggccactag 


aggaaacttc 


age cat tact 


1 AAA 

1 Uz U 


aggcaaagaa 


agaccgcaca 


gagccgcaca 


acaagcaagc 


gc cagagegg 


^4-4-4-/-»+-+-4-/-»*-« 

ccccgcccgc 


t n q n 


ct cggtgata 


gaagaaccga 


ccgcicccgcc 


^4- 4- < _4-_4-_4- 4- 

gccgcgcgcc 


agetceggag 


ggaatcagat 




cccgcgaggg 


aaggcgcccc 


agaccaaacc 


4-^4-^.3.4.4-4-4- 
cgcgaacccc 


acccaaccga 


^rsr 4" 4" ^» 4" *a >^ 4~ 

ggcccccagc 


1 AAA 

Iz U U 


gaaccacgac 


tgtagagttg 


accttgaatc 


ctactctgag 


taattatatt 


atcagataga 


1260 


tttaggatgg 


aagctgaaat 


tgtgaatgtg 


agacctcagc 


tagggtttat 


ccagagaatg 


1320 


gttcctgctc 


tacttcctgt 


ccttttggtt 


tetgteggat 


atattgatcc 


egggaaatgg 


1380 


gttgcaaata 


tcgaaggagg 


tgctcgtttc 


gggtatgact 


tggtggcaat 


tactctgett 


1440 


ttcaattttg 


ccgccatctt 


atgccaatat 


gttgeagetc 


geataagegt 


tgtgactggt 


1500 


aaacacttgg 


ctcaggtaaa 


catttttctg 


atctctaaag 


aacaaacttt 


ttaaaataac 


1560 
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aaactgggct 


ctgtggttgt 


cttgtcactt 


tctcaaagtg 


gaattctact 


tctatttttc 


taacatttta 


atgttcttta 


ctgggacaga 


tctgcaatga 


aagtggacgt 


gcatgttctt 


gggcattcag 


gcggagttct 


cagcaattct 


accatggtag 


ttacttacaa 


tctttgctgt 


tcttaatttt 


tttattatgt 


tgattcctct 


gacttgagct 


tctctattat 


aaacaggttg 


tgggagttgc 


aaccttttgt 


ttggggtgga 


gttatccact 


ggagtgtttt 


tggccgccat 


ttatttcctg 


ttttcgcctc 


tttccttgta 


tgactggtct 


tcctgtcttg 


ccacgttctt 


gaaatagcat 


tattggaaat 


tagctgacat 


gcatacaatt 


aaatggtatg 


gcaaatacag 


tatccattta 


ctctgcaggc 


ctggtattac 


atctggcgtc 


ttgctgagtc 


agtctgagat 


cccactctct 


atgaatggag 


gttaaatgga 


gagagcgcat 


tcgcactgat 


gggtcttctt 


ggcgcaagca 


caatttttat 


atccattctt 


attttgctgg 


ggtacctttt 


ttctctttat 


cttttctgtt 


aagaagcaat 


aattatacta 


agcagtgaac 


gctctattac 


atcttcgtct 


gatgtcgaca 


agagcagctt 


gtgtcaagac 


catttgttcg 


tgtcttcagc 


ggactgtcac 


ttgtaaatta 


tgtattgatg 


aatgcagcag 


tcacagtact 


ggccttgtgg 


tactgacttt 


tcacgatgcc 


ttgtcactaa 


ttgttctgac 


ggttttatgt 


tcgtattagt 


ctataattca 


tttttaggga 


aaatctctcg 


tgattattaa 


ttatcttgtt 


cttgattgtt 


gatcacaggt 


ccgctcattc 


cagtggtctt 


tttgatgctc 


ttgttcttct 


ctagtcaaat 


gcttgggctt 


tcggtggaga 


ggtcgtcctg 


catgacttcc 


tgaagataga 


tggcttcatc 


gtgctacaat 


cagaattctt 


gcagttgctc 


ctgcgcttta 


acatctggtg 


cagacggaat 


ataccagtta 


cttatattca 


cccaggtctt 


atgcttcctt 


gctcggtaat 


accgcttttc 


cgcattgctt 


cgtcgagaca 


gtccataaaa 


tccctcaggt 


tggcgagttc 


ctcgcactta 


caacgttttt 


gggttgaatg 


ttgtttttgt 


tgttgagatg 


gtatttggga 


gcagtgactg 


ttgagatgga 


ataccgtgat 


gggcacctcg 


attcagtaca 


ccactctgct 


tgtgcatcct 


tatgcctgat 


actctggctg 


gcagccacgc 


cgctgaaatc 


agagcggaag 


ctcaaatatg 


gaacatggat 


gctcaaaatg 


ctttatctta 
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aaccaccttc 1620 

agaatatgac 1680 

gctcgacctt 1740 

gataaaattt 1800 

gcatgcactt 1860 

ggatgcgttt 1920 

ttttttttct 1980 

tctgacagga 2040 

ttctctatgt 2100 

tgttaactcg 2160 

tcgtccctca 2220 

atgtatctct 2280 

aggaaagtac 2 34 0 

ccatctttgg 2400 

ctaatgtgtt 2460 

tggagcaggt 2 52 0 

aaatgttcag 2580 

atttatgagt 2640 

taccgcacta 2700 

aatacccgct 2760 

ttgtgtatgg 2 82 0 

ggtggcaatg 2 880 

aatcatgggt 2 94 0 

gggatttctg 3000 

ggctggtggt 3060 

tgtatcgtca 3120 

tgcgagtaac 3180 

tccatctgtt 3240 



UF-325XC1 



caagaagagg 


aaattgaaag 


aacagaaaca 


aQaaaaaaca 

v - t 33 33 3 


aagacgaatc 


aataatacaa 

LA LA L* LA ^-J L~ V— 


33 00 


ttggaaagca 


QQQtaaaaaa 


tcagttggat 


actacat eta 

LA. \^ L^ LA. *w L#< Lo L- 


t tac taactc 


aat p t a t aa t 

3 3 L L L d L 3 C4. L 


3360 


ttaccaaaaa 


a cat tc taa t 

LA. \m* W4 W> Lp- \w* W LA» LA l*» 


3 33 ^* ^ ^ 


aaaatrrahf 

3 aci ci. i— v- w 3 ^ i> 


naaaccct cc* 
*^ 3 ^3 


aaa aaa aaaa 


342 0 


as at~ taaa t a 


t*aaaat*arfr 

L CI CI CI 3 L a L L 


farrtrfraa 

U.Clv-'W L- ^ L. ^ CI d 


y l. Lay Lay l. l 


t-faa aaa a aa 

L- Luciyy uay u 


l l l l y a l y La 




aaaaaacaal - 


ptatattapa 

l l 3 ^ 3 


otraaraafa 

3 ClCiV#vlH 3 


y l. LaaLyayy 


tpsataatsa 

LLCiy Ly u Luu 


yyaLL l y a l l 


.3 3 *± <J 


3 L L 3 C*.a a L CJ.C1 


anat- aacaa a 
a 3 a l 3 3 3 a a 




a l. y ay lll l. y 


Ly y ay a ay a l* 


Ly l Lay LaLy 


J OUU 


aaaaataaca 

^-j LA, LA. LA, L^ LA LA V_* LA. 


acaaatttat 
3 l. C.C13 


faaaaaaaa t 

i_> 3 cia ci a 3 3 


at t as aaaaa 


1 1 1 pa t nnna 
L- l a Lyyy a 


a a l a y a a y a a 


J O O u 


actaccaaaa 

w L~ L*. LA tA 


c tactcc tac 

V-« ^ V^- V*-» L* LA **** 


aaacaacttt 

tA. LA L» LA C4 v — l~ L— l»* 


act at caaat 

a *^3 3 3 


p taa taa t pp 

v»» 3 a 3 3 


tppttpattp 

LLLLLLaLLL- 


3 72 0 


cacaacttaa 

*w ^ LAs.^J w L^- L- L-*. LA 




act ci ascit. ci ci ci 
yyyaay ^333 


artaaaaarr 

a l i.yy a a 3 l ^ 


1 1 1 pa paat t 


npa aaat 1 1 a 
y uaayy l l l y 


3 780 


qaa cat acta 


cccaaaaaca 


cttatctoca 


a tec tt aat a 


a a 1 1 1 1 aaaa 

cm ^ c- i_ c. yy 3 3 


apatttatat 

a l d l l l a l a l 


3 84 0 


gattttcatg 


aacaattaat 

rj 7v la tA i— . L— l^ 


tactaaaacp 

c 3 ^"3 3 


aaaocaaaaa 

CA VJ V^j LA. CA CA V-A C* 


aactaaa tea 

uu V— ' l a 3 a 1* a. 


apt at t taap 

y l l y l l l y y l 


190 0 


actaatcaaa 

LA, w I — LA Is— LA. LA. LA> 


aatraarrfr 

LA**»j O LA. L^ 


ttntataaaa 

>• lv< l c*. ^3 ac*. 


aeaaatteat 


1 1 aaa aaaaa 

l yy a a a ay a 


pattaapaal - 
L- a l l ay l ay l 


3 96 0 


aaatattaca 

J LA. L* LA, L^ I— *w s_A 


tatcarraar 

3 L L O.L» w a c*. L 


t acaziriaaark 
^ 3 3 3 33 


a t aaa 1 1 ra c 

a l. 3 3 L»wa^ 


r : lar^i~ar : iC , i~t~C , 


aay l l l a l a l 


4 09 0 


aa 1 1 rarfaa 

3 C*. L L L> C*. w l_ CI 


ayLC4.3L.a3 0.3 




aatatr*aatt 
ay L- a l_ l y a L- l 


pat tat s fnn 
l. y i_ ^3 '-fl^yy 


a l l a La a ay a 


4 n 

*± u 0 u 


aat" frafrsr 




aat r^srrnt" 


aLyLay aLy i_ 


L 3 3 3 Ly^dUd 


Ly y LaatdLL. 


414 0 

till/ 


aptaataata 

a L L.CIC1 L-ClCt L O. 


a L a a L y L L L a 


^ t~ trr^nt" 
LyaaL uy cty u 


y ay ay day a i_ 


3 i - i~ 3 (^r i~ 
aLLLLayLLL 


/~i r~t /~j +- i~\ f- /~» /~« 0 


4 9 n n 


l l a l l l l l ay 


c*y y y l *^y yy " 




L. L« ay L. uaLay 


f- +- -j /-< rtfi a +* a 
U LLaLyyaLd 


LLay a Uy aay 


4 9 & fi 


l l ci l a. l y L- a y 


araafff aap 


ssssrrsss art 


L. Lyaayt-L l 


LaLaaLLLty 


Ly y ay ay a l l 


419 0 

1 J<i u 


ccaacatcaa 

V** LA. ^ CA. ;H d 


aat Pt a taar* 

3 d >— w L- CI "—3 3 


ar 1 1 aat ara 
3 ^~33 ^awa 


ttaaar , 1 - a1~a 
l. Lyuy l l a l. a 


L,aL.ayLaaL. l. 


L y L L L LayLL 


4 1 ft n 


ttoaaacaaa 

W V- vi LA \^ tAM LA. 


aatcccaaaa 

LA O L** Vta-F CA CA CA 


taatctaacc 

3 3 *^ ^ 


cc t aaa pcaa 

\-« w L>yy ciVj v^. ay 


p t pp t aaat t 
llll Lyyy l l 


taaaaat 1 1 1 

LyayaaLLLL 


444 0 


crctaoat eta 


aaaacatat c 


acaacaatct 

W LA \w LA LA. L- W L» 


aaa aaa t c 1 1 

3 a nay a i>^ll 


at t a paat at 
dLLciLyy Ly l 


tppatpttpt 

L L L a L L L L L L 


4 500 


ggcaatactg 


atac tgttgg 


cacaacaat a 


accaataaaa 

3 ^* t*c«. i— a 3 a 


a a aaa l ci l ay 


t e\ac 'at - ar r ^a 

l ay l cl l 3 L \w- CI 


4560 


gatatctcag 


gattgtctat 


gtcegcaagg 


aacatgeatt 


taccaaacaa 


caagagtgga 


4620 


tactgggatc 


cgtcaagtgg 


aggaggaggg 


tatggtgcgt 


cttatggtcg 


gttaagcaat 


4680 


gaatcatcgt 


tatattctaa 


tttggggtca 


cgggtgggag 


taccctcgac 


ttatgatgac 


4740 


atttctcaat 


caagaggagg 


ctacagagat 


gectacagtt 


tgecacagag 


tgcaacaaca 


4800 


gggaceggat 


cgctttggtc 


cagacagccc 


tttgagcagt 


ttggtgtagc 


ggagaggaat 


4860 
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ggtgctgttg 


gtgaggagct 


caggaataga 


tcgaatccga 


tcaatataga 


caacaacgct 


4920 


tcttctaatg 


ttgatgcaga 


ggctaagctt 


ettcagtegt 


tcaggcactg 


tattctaaag 


4980 


cttattaaac 


ttgaaggatc 


cgagtggttg 


tttggacaaa 


gcgatggagt 


tgatgaagaa 


5040 


ctgattgacc 


gggtagctgc 


acgagagaag 


tttatctatg 


aagctgaagc 


tcgagaaata 


5100 


aaccaggtgg 


gtcacatggg 


ggagccacta 


atttcategg 


ttcctaactg 


tggagatggt 


5160 


tgcgtttgga 


gagctgattt 


gattgtgagc 


tttggagttt 


ggtgcattca 


ccgtgtcctt 


5220 


gacttgtctc 


tcatggagag 


tcggcctgag 


ctttggggaa 


agtacactta 


cgttctcaac 


5280 


cgcctacagg 


taacaaaaac 


cgcagtagtt 


cattgaaaat 


cacagttttg 


cagtttgaaa 


5340 


atattgacat 


gtatggattt 


aaacagggag 


tgattgatcc 


ggcgttctca 


aagctgcgga 


5400 


caccaatgac 


accgtgcttt 


tgccttcaga 


ttccagegag 


ccaccagaga 


gegagtcega 


5460 


cttcagctaa 


cggaatgtta 


cctccggctg 


caaaaccggc 


taaaggcaaa 


tgcacaaccg 


5520 


cagtcacact 


tcttgatcta 


atcaaagacg 


ttgaaatggc 


aatctcttgt 


agaaaaggee 


5580 


gaaccggtac 


agctgcaggt 


gatgtggctt 


tcccaaaggg 


gaaagagaat 


ttggcttcgg 


5640 


ttttgaagcg 


gtataaacgt 


cggttatcga 


ataaaccagt 


aggtatgaat 


caggatggac 


5700 


ccggttcaag 


aaaaaacgtg 


actgcgtacg 


gatcattggg 


ttgaagaaga 


agaacattgt 


5760 


gagaaatctc 


atgatcaaag 


tgacgtcgag 


agggaagecg 


aagaatcaaa 


actctcgctt 


5820 


ttgattgctc 


ctctgcttcg 


ttaattgtgt 


attaagaaaa 


gaagaaaaaa 


aatggatttt 


5880 


tgttgcttca 


gaatttttcg 


ctcttttttt 


cttaatttgg 


ttgtaatgtt 


atgtttatat 


5940 


acatatatca 


tcatcatagg 


accatagcta 


caaaccgaat 


ccggtttgtg 


taattctatg 


6000 


cggaatcata 


aagaaatcgt 


eg 








6022 


<210> 15 
<211> 2413 
<212> DNA 

<213> Arabidopsis thaliana 










<400> 15 
acagagagac 


tccacaaaga 


aacgeaaata 


aacaaaagtc 


gctttctagc 


caegtgatet 


60 


ttcgtcgact 


tttcttcttc 


ttcttcttct 


tcctcttcct 


catctegtat 


ctctaacttt 


120 


tgtcgaagtt 


cttttgatga 


aactagggtt 


tattatcttc 


tccttctttt 


tcccatcacc 


180 


atagaaaagg 


cagagacctt 


tttcttcatc 


atttttattc 


tccttcttct 


tctgctgttc 


240 
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atttctccag 


gttacaatga 


tgtttaatga 


gatgggaatg 


tgtggaaaca 


ctcttctgga 


tcacttggtg 


aagttgattt 


ctgtcctgtt 


ccacaagctg 


cattgttgaa 


gatgactata 


ctgatgatga 


gattgatgtt 


gatgaattgg 


gtggagagac 


aaaatgcggc 


ttaaacgtct 


caaggagcag 


gataagggta 


tgatgctgct 


aaacagaggc 


agtctcaaga 


gcaagctagg 


aggaagaaaa 


tcaagatggg 


atcttgaagt 


atatgttgaa 


gatgatggaa 


gtttgtaaag 


tgtttatggg 


attattccgg 


agaatgggaa 


gcctgtgact 


ggtgcttctg 


ggagtggtgg 


aaagataagg 


ttaggtttga 


tcgtaatggt 


cctgcggcta 


tcaagcggag 


aataatatcc 


cggggattca 


tgaaggtaat 


aacccgattg 


tcataccttg 


caagagcttc 


aagacacgac 


tcttggatcg 


cttttgtctg 


acactgtgat 


cctcctcaga 


gacgttttcc 


tttggagaaa 


ggagttcctc 


gcctaatggg 


aaagaggatt 


ggtggcctca 


acttggtttg 


cctaaagatc 


accttacaag 


aagcctcatg 


atttgaagaa 


ggcgtggaaa 


gtcggcgttt 


tatcaagcat 


atgtttcctg 


atattgctaa 


gatccgtaag 


ctcgtgaggc 


tttgcaggat 


aagatgactg 


ctaaagagag 


tgctacctgg 


cttgctatta 


agagtccttg 


gctagagagc 


tttatcccga 


gtcatgtcca 


cctctttctc 


aagttgctcg 


cttctgatga 


atgattgcag 


tcaatacgat 


gttgaaggtt 


gtctcactat 


gaagtggaag 


agctcaagcc 


agaaaaagtt 


atgaattctt 


gatggttgct 


aaaatgcatg 


actttcctgt 


caaagaagaa 


gtcccagcag 


attcatgaga 


aagagaaagc 


caaacagaga 


tctgaacact 


attatggaca 


cacctgcgag 


aatcttgggt 


gtgcgcacag 


cgaaatcagc 


cggggatttc 


ttcgagagac 


aaccatcaac 


tggcatgtcc 


acatcgagac 


agtcgcttac 


agcaccatcc 


aggtttcatg 


tcaatgaagt 


taagcctgta 


gttggatttc 


gccagtgaac 


tcagtagccc 


aaccaattga 


cttaacgggt 


atagttcctg 


gaagatgatc 


tcagagctca 


tgtccatgta 


cgacagaaat 


gtccagagca 


tatggtcatg 


gaaaatcaaa 


gcgtgtcact 


gcttcaaccc 


acagtccata 


acatctccag 


ttcccaggaa 


acatggtgga 


aggaagtttc 


tttgaagact 


aaacagagca 


aacaacaaca 


acagcagcaa 


caatcaaacg 


ttttttcaag 
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tggatttctt 300 

agcctgattc 360 

agaggaggat 42 0 

aagaaggtgt 4 80 

tgtctagagc 540 

ctcaaggctt 600 

ataatttaag 660 

ttaccaagta 720 

gaccgactcc 780 

cgttgatgca 840 

ctccgtggtg 900 

aaggtcctgc 960 

tgactgcggt 1020 

aatctaaatg 1080 

ttaaccaaga 1140 

tgtctggtgg 1200 

tcgagaagga 12 60 

caaactttgg 1320 

gaaactcgga 13 8 0 

gaaccgtttt 1440 

tggataggaa 1500 

cgtatggagc 1560 

ctcagccaag 1620 

aagatggaca 1680 

accaaacctc 1740 

accatcaaga 1800 

tgaacatccc 1860 

ggaacaacaa 1920 









46 






UF-3: 


caacaacaat 


gtgtttaagt 


tcgacactgc 


agatcacaac 


aactttgaag 


ctgcacataa 


1980 


caacaacaat 


aacagtagcg 


gcaacaggtt 


ccagcttgtg 


tttgattcca 


caccgttcga 


2040 


catggcgtca 


ttcgattaca 


gagatgatat 


gtcgatgcca 


ggagtagtag 


gaacgatgga 


2100 


tggaatgcag 


cagaagcagc 


aagatgtatc 


catatggttc 


taaagtcttg 


gtagtagatt 


2160 


tcatcttctc 


ttatttttat 


cttttgtgtt 


cttacattca 


ctcaaccatg 


taatattttt 


2220 


tcctgggtct 


ctctgtctct 


atcgcttgtt 


atgatgtgtc 


tgtaagagtc 


tctaaaaact 


2280 


s~i 4— /-^ 4- /-» 4- +- -a /-i 4- 

ccctgcLacL 




guc ccggcct 


ggcgaacc uc 


uc eg c caeca 


L. c age u c c c a 


Z J ft u 


gttacacacc 


cgacttgggg 


atgaacgaac 


actaaatgta 


agttttcata 


atataaatat 


2400 


atttgcaagc 


tct 










2413 


<210> 16 
<211> 2310 
<212> DNA 

<213> Arabidopsis thaliana 










<400> 16 
tcttcttctt 


cttcctcttc 


ctcatctcgt 


atctctaact 


tttgtcgaag 


ttcttttgat 


60 


gaaactaggg 


tttattatct 


tctccttctt 


tttcccatca 


ccatagaaaa 


ggcagagacc 


120 


tttttcttca 


tcatttttat 


tctccttctt 


cttctgctgt 


tcatttctcc 


aggttacaat 


180 


gatgtttaat 


gagatgggaa 


tgtgtggaaa 


catggatttc 


ttctcttctg 


gatcacttgg 


240 


tgaagttgat 


ttctgtcctg 


ttccacaagc 


tgagcctgat 


tccattgttg 


aagatgacta 


300 


tactgatgat 


gagattgatg 


ttgatgaatt 


ggagaggagg 


atgtggagag 


acaaaatgeg 


360 


gcttaaacgt 


ctcaaggagc 


aggataaggg 


taaagaaggt 


gttgatgctg 


ctaaacagag 


420 


gcagtctcaa 


gagcaagcta 


ggaggaagaa 


aatgtctaga 


gctcaagatg 


ggatcttgaa 


480 


gtatatgttg 


aagatgatgg 


aagtttgtaa 


agctcaaggc 


tttgtttatg 


ggattattcc 


540 


ggagaatggg 


aagcctgtga 


ctggtgcttc 


tgataattta 


agggagtggt 


ggaaagataa 


600 


ggttaggttt 


gatcgtaatg 


gtcctgcggc 


tattaccaag 


tatcaagegg 


agaataatat 


660 


cccggggatt 


catgaaggta 


ataacccgat 


tggaccgact 


cctcatacct 


tgeaagaget 


720 


tcaagacacg 


actcttggat 


cgcttttgtc 


tgcgttgatg 


caacactgtg 


atcctcctca 


780 


gagacgtttt 


cctttggaga 


aaggagttcc 


tcctccgtgg 


tggcctaatg 


ggaaagagga 


840 


ttggtggcct 


caacttggtt 


tgcctaaaga 


tcaaggtcct 


gcaccttaca 


agaagectea 


900 
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tgafcttgaag 


aaaacataaa 


aaatcaacot 

U*. C4 Vp^ ^ ^-J ^- 


t t tgac tgcg 


gttatcaagc 


atatgt ttcc 


960 


taatattact 


aaaatccata 


_3 k— ^— ^* 


acaatctaaa 


tatttacaaa 


ataaoataac 


1020 


t* actaaaaaa 

j Cx v — c*. c*. ci w CL^H 


aatactacct 

dy i»yu c- dc* w e 


aacttactat 
y y *"* "* *"*y 


tattaaccaa 


aaaoaatcct 

C4 Cl.^j d C> C-» Cx C> 


taactaaaaa 

C Smi* C d Ct C4- 


1080 


apt*t~t~at~ppp 

yCxCC-eaCCC-C- 


oant" ra t~at~ p 
yay uuauy c- l 




t~ p t - at" p t~ aa t~ 

c c^ c y c c y y c 


acfa aat - 1~ apt - 

y y c*- c*- ~H c c^ y v — c 


papt~t"pt"aat" 

v — y c l lc L>y d c~ 


1140 


aaat"aat~t~ap 


aatraafa pa 

ay c ca ca i — ci c, y 


a t~ at - 1" aaaaci 

d < — y c c y ddy y 


t - 1~ \~ caaciri a a 

c c c- ^ y ay a a y 


aaatrtrart 

y ay c c c c av_» c 


at-rja aat - aaa 

d c y ddy c y y d 


1200 


dy dy l i_ Cxddy 


p p a era aaaaa 

v_- Cx a. y ci a a cx cx y 


t~t"at~aaat~t"P 

c^ c- a i«y dd c^ c 


t~t"paaapt~t"t~ 

c c# \_>aaac» c c c- 


aaaa t~aat" 1" a 

yyy aL yy L L y 


C- i — dd dd eye ci 


1260 




y i^aofly oay 


aaatrrraar 
d ay LLL^ayL 


aaaa a a pt - pa 


aaat*t*pat~aa 
y dd c. c. C- d c- y a 


ydddydyddd 


X J -£x \J 


y Cx Cx CI CI CI Cx d y d 


y d c Cx l. y da Cx d 


r* t" a i - 1* a 1~ aaa 

Co d c C- ci c y y d 


ranaarrntf 

ay dd ^— v— y c c 


t*t"pappt~apa 

C- uccicc c y cy 


aaa a t~ pi - 1~ aa 

d y dd c v_- c c y y 


1380 


at" at* a par* 3 c 

y i-vj c.y Cxy Cx d v_» 


aarna a a t~ r*a 

ay e y d d ca. i_ c a. 


GCC'CICICICIei t~ t" 


t" pt~aaa t~ aaa 

ucuyy ui. c*. y y 


aat" t" CdridriCI 
dd c c c- y ciy ci. y 


araarratra 

d C-» d d Cx C d C Vx d 


1440 


act"aaratat" 

a Cx c- y y d cy e 


rcacatraaa 

Cx c* dc ci c. Cx y dy 


araaf carl - 1 


acratataaa 

cic vvj u c^ c. y y c* 


y c ciy Cx d Cx c» c*. c 


ccaaat*ttca 

ccuvj y c c cc a. 


1500 


t* at caa t* era a 

e y e C» d d C ^ ClCl 


attaaaccta 

y c- c. ddy c* ey 


t a at" taaat - 1 

c ci y C- c y y c*. c c 


trrtraacca 

c v«» c Co o.y Vp» v— • C4. 


aaaccaatoa 

c«.y y v— c- dy c y d 


actcaataac 
d c» c- c«> ^y ^* y 


1560 


Cx C d Ci ^ — \_. d d C- C 


aapf f a a raa 


y c ci cay c c c-r c- 


taaaaa faaa 

c y aay a c y y a. 


v-r ay ddy d c y d 


t~ p 1" p a aa ap t - 

c c» c Cx ay ay Cx c* 


1620 


Cx d C. y C. e Cx d C- y 


baraaraaaa 

e d Cx y d Cx c< y d d 


afafrraaaa 

a c»y c ^< c» cry ay 


c ci a. c c^.a ci Vw* c^ 


t p t a t*aat" pa 
i_> c» c d c-y y ^~ v-* a 


\~CICISe^eiei t" P3 
c y y a d dd c- Cx c*. 


1680 


a. ay Cx y c. y u. l d 


Cx uyt c. uvaciL 


c c a r* a at" p r* a 
l a ay lccq 


faarratraa 

C>ddLLdU-C^dd 


yaaLd c c- lcc 


aat" t - enc !^cscs 

dy c c» Cx Cx Cx dy y 


174 0 


ddd Cx d Lyy l_ y 


naa rina anf t~ 
yddyyddy c. i_ 


L. V— i_ L- c>yadyd 


L l. cyddc^d l. c. 


rnaaaracraa 
cLddd^dydy 


CxdddCxddCxdd 


1800 


LaaLcty Lay cx 


ddcxdd ucxdda 


cyLLLLLLLd 


3 nnn 3 s a s 


,'^araapaapa 
UdcddLddLd 


x»i'l~rT'l~rTi~'f~t~x»>x3 
dc.y L. y c.c.c.dd 


lODU 


y LLuyaLaL c. 


y Cx dy dLLaLa 


dUaaL c, L. uy d 


ay cuycdtdL 


ddcddLddLd 


afaapanhan 
d l. dd Lx ay uay 


X J u 


yy yy 


i— c. LL.ay c, l uy 


L.yL.L-L.yaL.L.C, 


LdtdLLy c. c,c>. 


y cicci cyycy c, 


raft" paa \~ t" a 
Cx d c Ley a c- c.d 




Cxdydydcydc, 


a t~ at - raa far 
d c. y LLyciuy l 


c aaaaat' a at" 


=s rrrjA a paa t~ a 
ayyaacya c y 


aa t~aaaa t"ap 

yd cy y dd Ly c 


dy Cxdyddycxd 


2040 


gcaagatgta 


tccatatggt 


tctaaagtct 


tggtagtaga 


tttcatcttc 


tcttattttt 


2100 


atcttttgtg 


ttcttacatt 


cactcaacca 


tgtaatattt 


tttcctgggt 


ctctctgtct 


2160 


etategcttg 


ttatgatgtg 


tctgtaagag 


tctctaaaaa 


ctctctgtta 


ctgtgtgtct 


2220 


ttgtctcggc 


ttggtgaatc 


tctctgtcat 


catcagcttt 


tagttacaca 


cccgacttgg 


2280 


ggatgaacga 


acactaaatg 


taagttttca 








2310 
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